MNMpanc Ha naGopaTopHble aHanNn3bI

Koa Ha ApTtukyn |HomeHknaTtypa Cpok LleHa pervioH
GnaHke BbinonHeHns |TOMCK

HomeHnknatypa ycnyr JINC

01.KOMIMNEKCHbIE NCCNEOOBAHNA

01.01.0BWME OUATHOCTUYECKME KOMIJIEKCHI
28.152. compl28.152 |AKTMBHOCTb BUTaMVHOB 1 2700
27.91. AFS_MK AHTUOCHONUMNAHBIA CUHOAPOM 2 5000
27.107. fibmaxur Bromapkepbl hyHKLMOHANbHOM CNOCOBHOCTU NeYeHn (pacluMpeHHbIN) 1 2100
27.106. fibtestur Buomapkepbl pyHKLMOHANBbHOW CNOCOBHOCTU NEYEHN (CKPUHUHT) 1 1600
27.108. Comp27.108 |Broxmumus (6asosas) 1 1270
28.339. compl28.339 |Buoxumusa 13 1 2290
28.111. comp28.111_|Buoxumusa 19 nokasartenen (paclumpeHHas) 1 2400
28.558. compl28.558 |Buoxumus 21 1 4 290
33.063. compl33.063 |Broxumuns 28 1 6 500
28.228. compl28.228 |Baw nmmyHuTeT 1 2280
28.218. compl28.218 |ButamuHbl aHemuu: B9, B12 n obmeH xenesa 1 2250
28.386. compl28.386 |ButamuHbl 6ogpoctu n aktuBHocTu: A, D, B9, B12 n hepputuH 7 6 050
28.482. compl28.482 |ButamuHbl kpacoThl: A, E, D, B9, B12 7 7120
27.104. Vypad_Volos |BeinageHne Bonoc 5 2040
27.1. GOSP_MK  |locnuTanbHbIN KOMMeKe 1 1200
28.110. comp28.110_ |FocnuTanbHbIN KOMMMEKC, paclUMpPeHHbIN 1 4620
28.151. compl28.151 |dedpunumT oga 5 1490
28.254. compl28.254 |dnabeT v npeanabeT: rnioko3a, rMUKMPOBaHHBIA reMornobuH 1 680
28.357. compl28.357 |[dns Tex, kTo B 30He pucka COVID-19 1 2500
27.50. compl27.50_ |ExeropgHoe npodunaktnyeckoe obcnenosaHne 1 2 600
28.441. compl28.441 |3popoBoe cepaue 1 1900
28.442. compl28.442 |3poposoe cepgue nocne COVID-19 1 2 400
28.227. comp28.227_|300poBbIii MHTEpPEC 1 1900
28.322. compl28.322 |300poBbE LLMTOBUOHOW Xenesbl 1 950
28.100. CLX MBC (dhakTopbl pucka v neyeHue) 1 1600
28.221. compl28.221 |Kapanopwuck. 1 1400
28.184. compl28.184 |Kntoy k 340poBbIO 1 920
27.4. CLX_KOUG_ |Koarynorpamma (remocTtasuorpamma) 1 1800
28.256. compl28.256 |Koarynorpamma (remocTtasuorpamma), paclumpeHHas 1 2800
28.212. compl28.212 |Kona n unncel 1 1400
28.439. compl28.439 |Komnnekc nocne COVID-19 1 2670
28.481. compl28.481 |Komnnekc nocne COVID-19, pacluvpeHHbIn 1 11 140
28.540. compl28.540 |KoHTponb Hag cTpeccom 1 2170
28.541. compl28.541 |KoHTponb Hap cTpeccoM, pacluvpeHHbI KOMMIEKC 8 4270
27.3. CLX lipid_MK |JlunngHbi komnnekc (nunugorpamma) 1 1020
28.673. compl28.673 |JlunmuaHbI KOMMNEKC, pacLUMPEHHbIN 1 2050
28.101.1. comp28.101. |MepuartenbHas aputmus 1 3800
27.87. Meta_Profile_|MeTtabonuyeckuin npocunb 8 2600
28.153. compl28.153 |MuHepansl 300poBbs 1 660
28.240. compl28.240 |MoHuTOpuHr caxapHoro gnabeta 1 2910
28.542. compl28.542 |Hapywexune cHa 8 5200
28.543. compl28.543 |HapylueHue cHa, pacluMpeHHbI KOMMIEKC 8 5600
33.370. compl33.370 |OAK + T-SPOT (Tybepkynés) 5 7 090
33.365. compl33.365 |OAK + nuwiesas anneprus (72 annepreHa) 4 7 480
28.222. compl28.222 |OAK + anekTponuTsl (BogHO-conesol 6anaHc) 1 740
27.102. Osteoporoz_ |Octeonopos 1 2530
27.56. Complex27.5 |NeyeHb n nopxenyaoyHas xenesa 1 1970
28.479. compl28.479 |MeyeHb n noykn nocrne COVID-19 1 1500
27.55. Complex27.5 |MopxenynovHas xxenesa 1 1150
33.065. compl33.065 |MonHbiv Yek-an 100: Guoxmmusi, rOpMOHbI, cepaue U cocyabl, BATAMUHbI, OOMEH BELLECTB, UMMYHUTET 8 24 790
33.064. compl33.064 |MonHbin Yyek-an 39: GMOXMMNSA, FOPMOHBI, 0OMEH BELLECTB 1 3590
33.044. compl33.044 |MNonHbiv Yek-an 63: OAM, Groxmmusi, ropMOHbI, OGMEH BELLLECTB 1 3790
28.196. compl28.196 |MonHeIn Yek-an: Guoxumms, obMeH BeLLECTB, FOPMOHbI, PUCK TPOMBO30B 1 5200
27.25. Comp27.25_ |Moykn 1 1000
28.387. compl28.387 |Npobnembl C BECOM 1 KapaANOPUCK 8 5800
27.103. compl27.103 |MNpodunakTka aHemMun 1 2950
27.69. compl27.69_ |PeBmaTtonaHbI apTpuT 2 1980
28.235. compl28.235 |PekoMeHOOBaHO AMETONOIrOM 1 2 400
28.235.2. compl28.235. |PexomeHa0BaHO AMETONOroM 8 6 200
28.470. compl28.470 |Puck pa3sutus caxapHoro gnabeta 1 1390
28.356. compl28.356 |Puck Tsbkenoro Tevenns COVID-19 1 650
27.93. Sah_Diabet_ |CaxapHbii anabet 8 4 800
27.54. Complex27.5 |CaxapHbinn anabeT (CKpUHWHI) 1 1500
28.239. compl28.239 |CaxapHbin gnabet 1 Tuna (getn) 8 3200
28.255. compl28.255 |CaxapHbin gnabet 1-ro Tuna 8 6 500
28.478. compl28.478 |Cepaue, cocyabl 1 yrneBoaHbIi oomeH nocne COVID-19 1 2 800
28.353. compl28.353 |Ctpecc-komnnekc 1 2730
28.194. compl28.194 |Ctpecc-komnsekc. 1 2400
27.57. compl27.57_ |CyctaBbl 1 1750
28.343. compl28.343 |CycTaBbl, paHHME MapKepbl BocnaneHus 2 1790
28.348. compl28.348 |CycTaBbl, CKPUHUHT 1 540
27.92. Celiakia_MK |Uennaknsa 8 7 500
28.549. compl28.549 |Uennaknsa 8 3630




33.197. compl33.197 |Yexk-an Pro: BUTaMuHbI 1 FOPMOHbI 1 2460
_MK
28.480. compl28.480 |Yex-an Pro: BuTamuHbl 1 MUHepansl 1 3490
_MK
28.340. compl28.340 |Yek-an npu BereTapmvaHckon avete 1 4240
_MK
33.230. compl33.230 |Yek-an: anneprus 2 3200
_MK
33.076. compl33.076 |Yek-an: GUOXMMKMS, rOPMOHBI 1 2200
_MK
33.085. compl33.085 |Yek-an: BUTaMuHbI 1 3410
_MK
33.074. compl33.074 |Yek-an: remocTas, reHeTUka 4 5890
_MK
33.364. compl33.364 |Yek-an: OPBU 3 3310
_MK
33.075. compl33.075 |Yek-an: napasuTbl U UMMYHUTET 5 4610
27.5. CLX CHIT LLinToBnaHas xenesa 1 1960
27.21. Comp27.21_ |lnToBMnaHas xenesa, pacLUMPEHHbIA KOMMNEKC 1 2720
01.02.AMATHOCTUKA UHOEKLINW
28.93. CLX PCR 13 NNN (kay., NLUP) 1 3570
28.94. CLX 13 NNnN (kon., NUP) 1 4260
PCR13.K_M
28.95. CLX 13 UMMM n naktobakTepun, KOMNNEKC AN XeHwWwwH (kon., MNLP) 2 4410
28.107. PCRA4vir6_M |4 Bupyca: Bupyc repneca 1, 2-ro tmna, umtomeranosupyc, BMN4Y 16, 18-ro tTuna (kau., MNMLP) 1 1060
28.108. PCRA4vir6K_ |4 Bupyca: Bupyc repneca 1, 2-ro tuna, umtomeranosupyc, BMn4Y 16, 18-ro tuna (kon., MLP) 1 1220
28.96.2. PCR4ippl_M |4 UMMM (naToreHsl): xnamuans Tpaxomatuc (Ch. trahomatis), mukonnaama renutanuym (M. genitalium), (2 1100
28.97.2. PCRA4ipp2K_ |4 UMMM (naToreHsl): xnammuans Tpaxomatuc (Ch. trahomatis), mukonnaama renutanuym (M. genitalium), (2 1330
28.98.2. PCR4usp5_ |4 UMMM (ycnoBHble natoreHbl): ypeannasMbl, Mukonnasma xoMuHuc (M. hominis), rapaHepenna, 2 1040
28.99.2. PCR4usp5K_ |4 UMMM (ycnoBHble natoreHbl): ypeannasMbl, Mukonnasma xoMmuHuc (M. hominis), rapaHepenna, 2 1190
28.217. compl28.217 |8 UMMM (kay., MNLP) 1 1950
28.104. Comp.28.104 |TORCH - nHdpekumm 1 4 500
28.389. compl28.389 | TORCH-uHdbekumm 1 3200
28.193. Comp.28.193 | TORCH-nHdeKumn n aBngHocTb aHtuTen IgG 8 5700
28.332. compl28.332 |Beicokue yyBcTBa (pacnpoctpaHénHblie UMMM, MLP) 1 2470
_MK
28.344. compl28.344 |Fenatutbl B u C, paHHuin ckpuHuHr (MLUP) 3 1080
28.321. compl28.321 |CepnecBupycHble MHeKLMKn: BUpYC repneca 6-ro Tuna, uutomeranosmpyc, Bupyc dnwrenHa - bapp 1 810
28.157. compl28.157 |OdnarHocTnyeckuin komnnekc (HanpskeHHOCTb UMMYHUTETA) 4 2400
28.204. compl28.204 |IMMyHUTET K «AETCKUM» MHDEKLMSAM (KOpb, KpacHyxa, NapoTuT, BeTpsiHKa) 4 2500
01.03.411A XXEHLLUWNH
28.330. compl28.330 |8 nHdekuuit, KOMNNEKC ANSA KEHLUH 3 3650
27.6. CLX ADR- AfpeHoreHuTanbHbI CUHAPOM (M3BbITOK MYXXCKMX FOPMOHOB Y XKEHLLIMH) 1 1650
27.80. Jen_Gorm_F [FopMOHbI ANs XeHLMH 1 4110
27.81. Jen_Gorm_L [FopMOHbI ANs XeHWKWH (3CTpaamor, MporecTepoH) 1 800
33.045. compl33.045 |>KeHckme ropmoHbl Ha 2-3 AeHb Lukna (dhbonnukynspHas dasa) 1 3030
33.035. compl33.035 |XKeHckue ropMoHbl Ha 21-23 geHb Lukna (noTemHoBas dasa) 1 1010
27.82. Jen_Gorm_M [>KeHckne ropMoHbl: MeHonaysa 1 1470
27.109.1. comp?27.109. |XKeHckuii Yek-an: Gruoxmmus, nHdekumnm, obMeH BeLLecTB 1 7 090
27.109.1.1. comp?27.109. |XKeHckuii Yek-an: Gruoxmmusi, nHdekLnm, obMeH BeELLECTB, OHKOMapKepbI 1 8 100
27.109.17. comp?27.109. |XKeHckuii yek-an: Guoxmmusi, obMeH BeLLecTB 1 5490
17_MK
28.211. compl28.211 |KopmsLmm MamaMm: KOHTPOSlb paumoHa 1 1400
27.77. compl27.77_ |O6cnepoBaHve npu 6epemeHHocTH (1 TpUMecCTp) 3 8 500
27.78. compl27.78_ |O6cnenoBaHve npu 6epeMeHHOCTH (2 TpUMeCTp) 1 650
27.79. compl27.79_ |O6cnenoBaHve npu 6epemeHHOCTH (3 TPUMECTP) 2 5900
28.103. Comp.28.103 |OHkOMapKepb! A4S XXEHLLUH 1 5830
_MK
33.231. compl33.231 |OHkouyek-an gns xeHwwmH: CA 125, CA 15-3, SCC, POA 1 3800
_MK
28.117. Comp.28.117 |NMnaHnpoBaHne 6epeMeHHOCTH, MHpeKUMmn (MperpaBmaapHas NnoaroToeka) 1 6 890
28.116. Comp.28.116 |MnaHnpoBaHne 6epeMeHHOCTH: ODLLEKTMHUYECKNE NMoKasaTenu 1 4520
_MK
28.3. comp28.3._M|lNpodunaktuka paka MONOYHON Xenesbl 4 4 200
K
28.345. compl28.345 |PenpoaykTmBHOE 300pOBbE XEHLLMHDI 3 3900
28.345. compl28.345 |PenpoaykTtuBHoe 300poBbe xeHLWuHbI (EasyPrep) 3 3800
01.04.01A MY>X4YMH
28.331. compl28.331 |8 uHdpekuuin, koMnnekc AN My>X4vH 3 3650
27.20. Comp27.20_ |Byaywwuii nana 1 6 000
27.84. Muzh_Gorm_ |FopMOHbI A5 MYXX4WH 5 4 690
28.346. compl28.346 |Myxckas yBepeHHOCTb: TecTtocTepoH, NCA obwuii 1 920
27.110.1. comp27.110. |Myxckon Yek-an: 6uoxnmums, MHeKLn, obmMeH BeLLecTB 1 7 090
13_MK
27.110.1.1. comp27.110. |Myxckol yek-an: broxvmusi, MHdeKUMn, oObMeH BELLECTB, OHKOMapKepbl 1 8200
1 MK
27.110.17. comp27.110. |Myxckol yek-an: 6uoxvmmnsi, 06MeH BeLLecTB 1 5490
27.62. Complex27.6 |OHkomapkepbl ANS My>X4VH 1 3730
33.232. compl33.232 |OHkouyek-an ans myxuduH: NCA obw,., NCA cs., POA 1 1700
28.320. compl28.320 |MNoaroToBka kK NapTHEPCKMM poAaMm (Ars MYXUUH) 3 2960
28.364. compl28.364 |Tpn aHanu3a Ans My>XYMH: TECTOCTEPOH, kopTuson, obwwmn NMCA 1 1190
01.05.9KO MPOIrPAMMbI
28.185. compl28.185 |XKeHckoe 6becnnogue 4 14 500
28.189. compl28.189 |Myxckoe 6ecnnoane paclumpeHHbIn 8 18 500




28.191. compl28.191 |lMNpodunakTka NOPOKOB pas3BUTUS Nroga 5 4 800
01.06.414 OETEMN
28.183. compl28.183 |[eTckun komnnekc 1 1200
28.119. comp28.119_ |deTckuii Yek-an: GUOXMMUsi, FOPMOHbI, OBMEH BeLLEeCTB 1 4 800
MK
28.119.2. comp28.119. |OdeTckuii Yek-an: Groxumusi, o6mMeH BeLlecTB (6a3oBbIit) 1 3190
2_MK
28.119. comp28.119. |OdeTckuii Yek-an: Guoxumusi, 06MeH BeLLEeCTB (pacLUMPEHHBII) 1 3500
1 MK
28.105. Comp.28.105 |ExerogHoe obcnepnoBaHue pebeHka 1 2900
28.816. compl28.816 |Ilyywe, yem MaHTy (TB-hepoHOBbI TECT) 8 6 020
27.70.1. compl27.70.1 |OAK + aHanu3bl Ans 4eTCKON cnpaBku (BeHO3Hasi KPOBb) 1 1290
28.814. compl28.814 |Mapa3uTbl: ackapugbl, NAMONK, TOKCOKaPbl, XMHOKOKKU 5 2650
28.363.1. compl28.363 |MpodumnakTuka geTckux npocTys (BEHO3Has KPOBb) 5 2900
27.99.1. com27.99.1_ |MpodumnakTuyeckuii KOMMNeKc: obLwmin aHanu3 KpoBK 1 06LWMIA aHann3 MoYn (BeHO3Hasi KPOBb) 1 700
27.49. Fit_ster_ MK |®PuTHeC: KOHTPOSb CNOPTUBHOIO NUTAHUS 1 3380
27.47. Fit_weightNA |®uTHec: cocyabl, FOPMOHbI, BUTaMuH D 1 4640
01.08.ANTI-AGE - KOMIMJEKCBbI
28.198. compl28.198 |Anti-age, ropMmoHanbHbIn 6anaHc 1 4760
28.199. compl28.199 |Anti-age, KOMNNEKC ANSA XXEHLWMH 1 8 260
28.201. compl28.201 |Anti-age, KOMNNeEKC AN XEHLMH B NOCTMEHoMNayse 1 8 650
28.203. compl28.203 |Anti-age, KOMNNeKc AN My>X4MH 2 9210
28.197. compl28.197 |Anti-age, paclumMpeHHbI KOMNNEKC NS XKEHLWUH 9 24 530
28.200. compl28.200 |Anti-age, paclUMpeHHbIV KOMNNEKC ANSA XXEHLWMH B NOCTMEHoNayse 9 24 920
28.202. compl28.202 |Anti-age, paclunMpeHHbI KOMNNEKC ANSA MY>XYUH 9 28 420
02.0BWEKNNHNYECKVE NCCNEJOBAHNA
02.01.0BLLEKITMHNYECKWE MCCNEAOBAHUA KPOBU
02.01.01.06wWwmin aHanmn3 KpoBK
3.1.1. OAK O6wuii aHanm3 KpoBu 6e3 nenkoLUTapHon opmMyrbl (BEHO3Hasi KPOBb) 1 250
3.2.1. CBC_DIFF  |O6wuit aHanun3 KpoBM C nenkoumTapHoi hopMynon (BeHOo3Has KpoBb 1 280
3.9.1. CBC_DIFF_S|O6wuin aHanu3 kpoBu ¢ nevikouyutapHoi dopmynon u COJ, MuKpockonus Maska npu NaTtonornyeckmx 1 470
3.3.1. SOE 2 CO3 no BecTteprpeHy (BeHO3Has KpoBb) 1 160
02.01.03.NevikoumTtapHas dopmyna
02.01.04.PeTukynoumnTbl
02.01.05.0ononHnTenNbHbIE UCCNEefoBaHUs K O6LLEeMy aHanun3y KpoBu
3.7.1. PLN_Fanio |MopcyeT TpombouutoB no metogy PoHMO (BeH. KpoBb) (HasHayaTb BMecTe ¢ "OAK") 1 300
3.8.1. MONNUKLE |MpoueHTHOe copepxaHne MOHOHyKeapoB (BEHO3Hast KPOBb) 1 200
02.02.0BLLEKITMHUYECKWE MCCNEAOBAHUA MOYM
9.3. OAM2st 2-cTakaHHas npoba Mouu 1 370
9.4. OAM3st 3-cTakaHHas npoba Mouu 1 550
10.1. PR_ZIMNICK |AHanu3 mo4yu no 3UMHULKOMY 1 460
9.2. AMNICH AHanu3 moun no HeunnopeHko 1 260
9.1. OAM O6LwwuiA aHanma Moun 1 230
02.03.0BLLEKITMHUYECKWE MCCNEOOBAHUA KANA
21.3. HemOccult |AHanu3 kana Ha CKpbITYt0 KPOBb 1 250
21.10. ColonViev Hb |AHanus kana Ha ckpbITyto kpoBb (Colon View Hb, Hb/Hp) 1 1100
21.21. FOBGolg AHanus kana Ha ckpbITyto kpoBb (FOB Gold) 3 1300
21.12. Blastocyst BnactouncThl 1 360
21.11. Hymenolep |'MmeHonennpos (sviLa KapnMKoBOro LiemnHs) 1 270
21.24. HELM_Paras |ViccnegoBaHue kana Ha npocTeime v aiua renbMUHTOB C KOHLeHTpaToM Parasep (meToa oborawueHus) |1 700
21.2. Koprologija |Konporpamma 1 433
21.14. Cestoda JleHTOYHble YepBKn 1 280
21.7. Protozoa MNpocTenne 1 320
21.13. Strongyloid  |CTpoHrMnonabl (Kpyrnbie Yepsu) 1 260
21.6. ENTEROBIO |9HTEpo6uo3s (anua ocTpuy) 1 308
21.5. HELMINTES [Anuya renbMyMHTOB 1 308
03.BMOXMMNYECKUE NCCNEOOBAHNA
03.01.BMOXMMNYECKUE NCCNEQOBAHNA KPOBU
03.01.01.5enkoBbI U aMUHOKUCIIOTHBIN OGMEH
1.3. ALB AnbOyMUH (BEHO3Has KpOBb) 1 230
1.64.1 Aminoacids_ |AmuHokucnoTsl: 16 nokasatenen 6 2530
1.641.1. Amincomp32 |AMUHOKMCHOTBI: 32 NokasaTensi (BeHO3Hasi KPOBb) 6 4 950
1.2. PROT fr BenkoBble dpakuum B T.4. O6LWMiA Genok 2 360
1.53. HOMOCYST [lomouunctenH 1 800
1.4. CREAT KpeaTuHWH (BeHO3Hasi KPOBb) 1 159
1.52. URIC MoueBas kucnoTa (BeHO3Hasi KPOBb) 1 190
1.5. UREA MoueBuHa (BeHO3Has KpoBb) 1 168
1.1. PROT O6wwuii 6enok (BeHo3Hasi KPOBb) 1 168
50.1.2144. CKD-EPI CkopocTb kryboykoBon dunbtpauum (CK®P), pacyet no copmyne CKD-EPI — kpeaTuHWH 200
1.205. CystatinC Lincratnn C 839
03.01.02.Cneundunyeckme benku
1.103. Alfl-antrip Anbda-1-aHTUTPUNCKH 1 1200
1.58. Makro.gl A2 |Anbda-2-makpornobynuvH 1 530
1.49. ASLO AntucTpenTtonuant-O (ACJ10) 1 370
1.57. Gaptoglob [anTornobwH 1 650
1.54. Procalcit MpokanbLMTOHWH 1 1750
1.51. RF PeBmaToungHbin daktop (P®P) 1 370
1.50. CRP C-peaktuBHbIvi 6enok (CPB) 1 298
1.46. CERULOPLA |Uepynonnasmux 1 620
1.101. Eos_Protein |903nHodunbHbIN KaTUOHHBIV 6enok (OKB) 1 943
03.01.03.JunnaHbI o6MeH
1.6. APO Al AnonunonpotenH A1 1 550
1.7. APO B AnonunonpoTtenH B 1 416




50.81.1275. |Jelch_acid YKenyHble Kncnotbl 7 2500
1.13. IDX aterog MHpekc aTeporeHHOCTU: xonectepuH obwwmia, JINBI (BeHo3Hasi KpoBb) 1 370
1.66.1 OMEGAS3_ind|WHpekc omera-3 6 4 130,00
1.12. Lpa JlunonpoTewnH (a), (BeHO3Hast KPOBb) 1 868
1.65.1 OMEGA_3 HeHacblLeHHbIE XMpPHbIE KUCNOTbI CEMENCTBa omera-3 6 3590
1.67.1 OMEGA_6 HeHachblLeHHbIE XMPHbIE KUCNOTbI CEMENCTBA OMera-6 6 3810
1.102. TRIGLIC Tpurnuuepnabl (BeHO3Has KPOBb) 1 200
1.10. HDL XonecTtepuH NUNonNpoTenMHoB Bbicokor ninoTHocTu (JTNBIM) (BeHo3Has KkpoBb) 1 220
1.9. LDL XonecTtepuH NUNonpoTemMHoB HM3Kow nnoTHocTu (JIMHI) (BeHo3Has KpoBb) 1 220
1.11. TRIG CHOL- [XonecTepuH nMNonpoTemMHOB o4YeHb H13Kon nnoTHocTu (JITTIOHM), B T. 4. Tpurnuuepuabl (BeHO3Has 1 430
1.127. NOHDL XonectepuH He-JTTNBIM: xonectepuH o6wwmin, JIMBIM 1 303
1.8. HOLEST- XonecTepuH 06LLuiA (BeHO3Hasi KPOBb) 1 159
03.01.04.YrneBoaHbIn 06MeH
1.18. HbAlc MKNMpPOBaHHbIN remornoounH 1 450
1.14.2. FTORID I'nioko3a (cpTopua) 1 160
1.16. PR-GTTF ['nioko3oTonepaHTHbIn Tect 0-120 1 660
1.107. Gluclnsul [NoKO30TONEPaHTHLIN TECT U UHCYNUH 1 1290
1.63. GLUC_talt_F |Intoko3oTonepaHTHbIN TecT n C-nentug 1 1580
1.16.1. PR-GTTF [nioko30ToNepaHTHbIN TeCT Npu 6GepemMeHHOCTH 1 680
1.108. GTTF-Ins- [nioko3oTonepaHTHbIM TecT, C-nenTug v UHCYNWH 1 1890
1.109. HOMA_IR WHpekc nHcynuHopesmcteHTHocT HOMA-IR 1 740
1.19. LACTAT Iaktat (MonoyHas kucnota) 1 570
1.17. FRUCTOSA |®pykTosamunH 1 670
03.01.05.depmeHThI
1.20. ALAT AnaHuHamvHoTpaHcdepasa (AIT) (BeHO3Has KpoBb) 1 159
1.22. AMYLASA  |Amunasa (BeHO3Hasi KpOBb) 1 187
1.23. AMILASA p |Amunnasa naHkpeaTuyeckasi (BeHO3Hasi KPOBb) 1 255
1.21. ASAT AcnapTatamuHoTpaHcdepasa (ACT) (BeHO3Has KpoBb) 1 159
1.28. GGTP Famma-I'T (BeHO3Hasi KPOBb) 1 200
1.26. LDH fract 'mapokcmbyTupaTaernaporeHasa (1-a cdopakums AN (BeHo3Hasi KPOBb) 1 240
1.123. Glu-6-ph_P  |Inioko3o-6-docdaTaernaporeHasa (F6Pa) 8 2470
1.29. CC-TOTAL |KpeaTtuHkuHasa (kpeaTuHdOCKhOKMHa3a) (BeHO3Hasi KPOBb) 1 249
1.27. LDH Naktatgerngporexasa (JIAIN) (BeHo3Has KPoOBb) 1 190
1.24. LYPASA Jlunasa (BeHO3Has KpoBb) 1 302
1.31. ACP nepr dochaTtasa kucnasi HenpoctaTuyeckasi (BeHO3Has KpOBb) 1 310
1.30. ACP docaTasa kucnas oblias (BeHo3Has KpoBb) 1 240
1.32. Fosf kis docdhaTasa kucnas npoctaTmyeckas: poccaTasa kucnasi obwas, pocaTasa kucnas 1 390
1.33. ALCPHOSPH|®ocdaTasa LienoyHasi (BeHo3Hasi KpoBb) 1 200
1.25. CHE XonuHacTtepasa (BeHO3Has! KpOBb) 1 230
03.01.06.MnrMeHTHbIN 06MeH
1.36. BILIR nl BunupybuH Henpsaimoin: 6unmMpy6uH obLumin, GunMpyBbuH NpsIMoN (BeHO3Hasi KPOBb) 1 300
1.34. BILI-TOT BununpybuH obwuii (BeHo3Has KpoBb) 1 159
1.35. BILI-DIR BunupybuH npsimoin (BeHo3Has KpoBb) 1 164
03.01.07.dnarHocTuka natonorun neyexHn 6e3 Guoncum
2.90. NASH_Fibro |H3LW-®nbpoTecT 2 14 000
2.901. Fibro_NASH |H3LW-®nbpoTecT (Tonbko pacyeT npy HanuymMmn pesynbTaToB uccnegoBaHns « CteatoCKpuH») 2 13 000
1.62. Steato.Skr CrteatoCkpuH 2 6 200
1.60. Fibromax dubpoMakc 2 13500
1.601. Fibro_max PubpoMakc (Tonbko pacyeT npu HannyMm pesynbTaToB uccnegoBaHus « CteatoCKpuH») 2 12 900
1.59. Fibrotest PubpoTecT 2 11 880
1.591. Fibro_test dunbpoTecT (TONbKO pacyeT Npu HanuuMKn pesyrnbTaToB nccnenoBaHust «CteatoCKpUH») 2 11 700
03.01.08.dnarHocTnka aHeMuii
4.9. KHT KoadhdumumeHT HacbiweHus TpaHcdeppuHa xenedoM (HTXK): cbiBOpoToYHOE Xerne3o, TpaHcheppuH 1 560
4.2, IRONUIBC  |O6Lwas xene3ocss3biBatoLias cnocobHocTb cbiBopoTkn (OXKCC): cbiBopoTOUHOE Xene3o, JIPIKCC 1 240
4.8. sTIR PacTtBopumble peuenTtopbl TpaHcdeppuHa (sTIR) 7 1660
4.1. IRON CbIBOPOTOYHOE Xerne3o 1 190
4.6. TRANSFERR |TpaHcdeppuH 1 450
4.5, FERRITIN PeppuUTnH 1 500
4.3. FOLAT PonaTbl (ponmesas kucnota) 1 820
4.7. EPO OpUTPOnoaTuH 1 900
03.01.09.AHTUOKCMAAHTHBIV CTaTyC
13.3. 8-OHdG 8-OH-ge3okcuryaHosuH (oLeHka oKCuaaTUBHOIO cTpecca) 7 2920
13.2. Glutat/perox |myTtaTvoHnepokcupasa (I'TI1, aHTMokenaaHT) 9 1990
13.4. TAS OOt aHTUOKCUAAHTHbBIN CTaTyC 9 2910
13.1. SupEritr Cynepokcugaucmytasa (CO[l, aHTMoKeuaaHT) 9 2 140
03.01.10.Kapaviomapkepbl
7.2. CK-MB KpeaTtuHkuHasa Mb 1 360
7.1. MYOGLOBIN |Muorno6uH 1 670
7.5. NT-proBNP  |Mo3srosow HaTpuitypetuyeckuii nentug (NT-proBNP) 1 2530
7.3. TROPONIN | TpOrnoHuH |, BLICOKOYYBCTBUTESbHbIN 1 600
03.01.11.ButamuHbl
4.26.1 VT-ADEKCB |8 sutamutos: A, D, E, K, C, B1, B5, B6 7 14 990
4.14. Bet-karotin Beta-kapoTuH 7 2070
4.11. VT-A ButamuH A (peTuHon) 7 2070
4.18. VT-B1 ButamuH B1 (TniamuH) 7 2070
4.4, VB12 ButamuH B12 (unanokobanammH) 1 690
50.24.2121. |VB12-activ |Butamun B12 aktuBHbIN (XonoTpaHckobanammH) 1 1290
4.19. VT-B2 ButamuH B2 (pubodpnasuH) 7 2070
4.20. VT-B3 ButamuH B3 (HnauwmH) 7 2070




4.21. VT-B5 ButamuH B5 (naHToTEeHoBas kucnora) 7 2070
4.22. VT-B6 ButamuH B6 (nMpungokcuH) 7 2260
4.31. VT-B7 ButamuH B7 (BuoTtuH) 7 2470
4.17. VT-C ButamuH C (ackopbuHoBasi kucrnota) 7 2170
1.110. VT-D-summ |ButamuH D cymmaphbliii (25-OH D2 n D3, o6wumii peadynbTar) 1 1370
4.16. VT-E ButamuH E (Tokodbepon) 7 2170
4.15. VT-K ButamuH K (vnnoxmHoH) 7 2070
4.23.1. VT-grB ButamuHel rpynnel B: B1, B2, B3, B5, B6, B9, B12 7 11 800
1.56.1. Vt.D2-D3 ButamuHel rpynnel D: D2 n D3 7 3270,00
4.24.1. VT-B1-6 BopopacTteopuMmble BuTamuHbl: B1, B5, B6, C 7 7 280
4.25.1. VT-jir YXnpopacTtsopumble BuTamuHbl: A, D, E, K 7 7 090
1.61.1. Met.Gr-D MeTtabonutbl BuTamuHa D (1,25-OH D3 1 25-OH D3, pa3genbHebii pesynbTaT) 7 3270
03.01.12.MuHepanbHbli 06MeH
1.72.1. Al-Vol AnOMUHWI (Bonochkl) 5 1020
1.72.2. Al-bl ANOMUHWI (KPOBb) 5 1020
1.72.3. Al-Ur AnoMuHMI (Mo4a) 5 1020
1.72.4. Al-nog ARNOMUHWI (HOrTW) 5 1020
1.69.1. B-Vol Bop (Bonocbl) 5 1020
1.69.2. B-bl Bop (kpoBb) 5 1020
1.69.3. B-Ur Bop (moua) 5 1020
1.69.4. B-nog Bop (HorTn) 5 1020
1.79.1. Fe-Vol >Keneso (Bonocbl) 5 1020
1.79.2. Fe-bl >Keneso (kpoBb) 5 1020
1.79.3. Fe-Ur >Keneso (Moya) 5 1020
1.79.4. Fe-nog >Keneso (Hortu) 5 1020
1.117.2. I-bl Wop (kposb) 5 1020
1.117.3. I-Ur Wop (mMoua) 5 1020
1.87.1. Cd-Vol Kagmuii (Bonochl) 5 1020
1.87.2. Cd-bl Kagmuii (kpoBb) 5 1020
1.87.3. Cd-Urm Kagmuii (Mmoua) 5 1020
1.87.4. Cd-nog Kagmuii (HorTw) 5 1020
1.74.1. K-Vol Kanun (Bonocsbl) 5 1020
50.8.1385. K Kanun (K+) 1 180
1.74.2. K-bl Kanui (kpoBb) 5 1020
1.74.3. K-Urm Kanui (moya) 5 1020
1.74.4. K-nog Kanun (Hortn) 5 1020
1.42. Ca-Na-K Kanbumun (Ca++), Hatpuin (Na+), kanui (K+), MoH13npoBaHHble 1 350
1.75.1. Ca-Vol Kanbumi (Bonocsbl) 5 1020
1.75.2. Ca-bl Kanbumi (kpoBb, Macc-cnekTpomeTpust) 5 1020
1.75.3. Ca-Urm Kanbuun (moya) 5 1020
1.75.4. Ca-nog Kanbumi (HorTu) 5 1020
1.38. Ca ionized Kanbumin nonnsnposaHHbI (Ca++) 1 280
1.37. Ca Kanbumin obwumin (kpoBb, choTOMETPHUS) 1 220
1.80.1. Co-Vol KobanbT (BOMNochbl) 5 1020
1.80.2. Co-bl KobanbT (kpoBb) 5 1020
1.80.3. Co-Urm KobanbT (Moya) 5 1020
1.80.4. Co-nog Kob6anbT (Hortu) 5 1020
1.68.2. Li-bl Jintnin (kpoBb) 5 1060
1.68.1. Li-Vol Jlntuia (Bonochbl) 5 1020
1.68.3. Li-Ur Jntun (moya) 5 1020
1.68.4. Li-nog Jntun (Hortn) 5 1020
1.71.1. Mg-Vol Marnwuia (Bonochl) 5 1020
1.71.2. Mg-bl Marnuin (KpoBb, Macc-cnekTpoMeTpust) 5 1020
1.43. Mg Marnwuii (kpoBb, dhoTOMETPUST) 1 230
1.71.3. Mg-Ur Marnuii (Mmoua) 5 1020
1.71.4. Mg-nog Marnui (Hortn) 5 1020
1.78.1. Mn-Vol MapraHeu, (Bonocbl) 5 1020
1.78.2. Mn-bl MapraHeL, (kpoBb) 5 1020
1.78.3. Mn-Urm MapraHeu (Mo4a) 5 1020
1.78.4. Mn-nog MapraHeu (HorTun) 5 1020
1.82.1. Cu-Vol Megab (Bonochl) 5 1020
1.82.2. Cu-bl Megab (KpoBb, Macc-cnekTpoMeTpust) 5 1020
1.45. Cu Megb (kpoBb, hoTOMETPUS) 1 380
1.82.3. Cu-Ur Megab (Moua) 5 1020
1.82.4. Cu-nog Megab (Hortu) 5 1020
1.133. Myn_19 bl  |MwuHepanbHbIn 06MeH: 19 anemeHTOB (KPOBb) MO MeToAy AokTopa CkanbHOro 7 4 590
1.48.11. Myn ob Vol  |MuHepanbHbIn 06meH: 23 anemeHTa (Bonochl) 5 3250
1.48.21. Myn obm MuHepanbHbIi 06MeH: 23 anemeHTa (KpoBb) 5 3250
1.48.31. Myn ob UR  |MuHepanbHbIn 06meH: 23 anemeHTa (Moya) 5 3250
1.48.41. Myn ob Nog |MwuHepanbHbIn 06MeH: 23 anemeHTa (Horth) 5 3250
1.134. Myn_40_Vol |MuHepanbHbin 06meH: 40 anemeHTOB (Bonockl) No MeToAy AokTtopa CkarnbHOro 7 7 400
1.86.1. Mo-Vol Monn6aeH (Bonocsl) 5 1020
1.86.2. Mo-bl Monn6aeH (kpoBb) 5 1020
1.86.3. Mo-Urm MonnbaeH (Moya) 5 1020
1.86.4. Mo-nog MonubaeH (Hortn) 5 1020
1.84.1. As-Vol MbILWwbsiK (Bonochkl) 5 1020
1.84.2. As-bl MbILWwbsK (KpoBb) 5 1020
1.84.3. As-Ur Mbiwbsk (Moya) 5 1020
1.84.4. As-nog MbIWwbsK (HOrTW) 5 1020
50.9.1385. Na Hatpwuii (Na+) 1 180
1.70.1. Na-Vol HaTtpwuii (Bonochl) 5 1020
1.70.2. Na-bl HaTtpuii (kpoBb) 5 1020
1.70.3. Na-Urm Hatpuii (Moya) 5 1020




1.70.4. Na-nog Hatpwuir (Hortn) 5 1020
1.81.1. Ni-Vol Huvikenb (Bonockl) 5 1020
1.81.2. Ni-bl Huikenb (KpoBb) 5 1020
1.81.3. Ni-Urm Hukenb (Mova) 5 1020
1.81.4. Ni-nog Hukenb (HorTn) 5 1020
1.89.1. Hg-Vol PTyTb (BONOCHI) 5 1020
1.89.2. Hg-bl PTyTb (kpOBb) 5 1020
1.89.3. Hg-Urm PTyTb (MOuYa) 5 1020
1.89.4. Hg-nog PTyTb (HOITW) 5 1020
1.90.1. Pb-Vol CsuHe (Bonocol) 5 1020
1.90.2. Pb-bl CsuHel (KpoBb) 5 1020
1.90.3. Pb-Urm CsuHey (Mouva) 5 1020
1.90.4. Pb-nog CsuHeL, (HOrTK) 5 1020
1.85.1. Se-Vol CeneH (Bonocsl) 5 1020
1.85.2. Se-bl CeneH (kpoBb) 5 1020
1.85.3. Se-Urm CeneH (mova) 5 1020
1.85.4. Se-nog CeneH (HorTn) 5 1020
1.88.1. Sb-Vol Cypbma (Bonochl) 5 1020
1.88.2. Sh-bl Cypbma (kpoBb) 5 1020
1.88.3. Sb-Urm Cypbma (Moua) 5 1020
1.88.4. Sb-nog Cypbma (HorTm) 5 1020
1.73.1. TI-Vol Tannui (Bonocsbl) 5 1020
1.73.2. Tl-bl Tannui (kpoBb) 5 1020
1.73.3. TI-Ur Tannuin (Moya) 5 1020
1.73.4. Tl-nog Tannui (Hortn) 5 1020
1.76.1. Ti-Vol TuTaH (Bonocsbl) 5 1020
1.76.2. Ti-bl TuTaH (kpoBb) 5 1020
1.76.3. Ti-Ur TuTaH (Moua) 5 1020
1.76.4. Ti-nog TuTaH (HorTwn) 5 1020
1.44. PHOSPHOR |®ocdop HeopraHM4eckuin 1 210
50.11.2091. |[CHLORIDE |Xnopwuabl 1 154
1.77.1. Cr-Vol XpoMm (Bonochl) 5 1020
1.77.2. Cr-bl XpoMm (KpoBb) 5 1020
1.77.3. Cr-Urm Xpom (moya) 5 1020
1.77.4. Cr-nog XpoM (HorTu) 5 1020
1.83.1. Zn-Vol LinHk (Bonocsl) 5 1020
1.83.2. Zn-bl LInHk (KpoBb, Macc-cnekTpoMeTpus) 5 1020
1.47. ZINC LinHk (kpoBb, hoTOMETPUS) 1 340
1.83.3. Zn-Ur LinHk (Moya) 5 1020
1.83.4. Zn-nog LinHk (HorTu) 5 1020
1.39. K-Na-Ch OnektponuTbl: kanui (K+), Hatpuii (Na+), xnopuabl 1 310
03.01.13.0praHnyeckme KUCroThbl
1.125. OrgAcid_bl28 |OpraHuyeckune kncnoTbl: 28 nokasatenein (KpoBb) 4 3780
03.02.BUWOXNMNYECKWME NCCITEQOBAHNA MOYN
11.1. UR-pH P pH (pasoBas moua) 1 180
114.1. AMYLASA- |Amunnasa (pa3oBast moya) 1 250
11.4.2. AMYLASA- |Amunasa (cyToyHas moya) 1 250
1.641.2. Amincomp32 |AMrHOKMCHOTBI: 32 nokasaTens (Moya) 6 4 950
11.5. US-Bili P BunupybuH (pasosasi moya) 1 140
11.6.1. GLUC-UR I'nioko3a (pa3oBasi Moya) 1 170
11.6.2. US-Gluc.sut |Intokosa (cyToyHas mo4a) 1 170
11.10. Ca-UR Kanbuui (cyTouyHasi Moya) 1 210
11.7.1. CREAT-UR |KpeaTuHuH (pa3oBasi Mo4ya) 1 190
11.7.2. CREAT-UR-S|KpeaTuHuH (CyTo4YHas mo4a) 1 190
9.7. LITO_ur_P  |JluToreHHble CBONCTBa MOYM C pacHeTOM KpeaTUHUMHOBOIO MHAEKCa: 7 aHanuToB (pa3oBas Moya) 8 3160
9.6. LITO_urs_P |JlutoreHHble cBOMNCTBa MOYM: 8 aHanMTOB (CyToYHasi Mo4a) 8 3300
11.3.1. ALB-UR MukpoanbbymuH (anbbymuH, pasoBas Moya) 1 380
11.3.2. ALB-UR's MukpoanbbymuH (anb6ymuH, cyTodHas mova) 1 360
11.9.1. URIC-UR MoueBas kucnota (pasoBas Mo4a) 1 200
11.9.2. URIC-UR's |MoueBas kucnota (cyToyHasi Mmoya) 1 200
11.8.1. UREA-UR MoueBuHa (pa3oBasi Mmoya) 1 180
11.8.2. UREA-UR s |MoyeBuHa (CyTo4Has mo4a) 1 180
11.11.1. NACA-UR HaTtpwuir, Kanuin (pasoBas moya) 1 200
11.11.2. NACA-UR s |Hatpun, Kanui (cyToyHas moya) 1 200
11.2.1. UR-Protein  |O6wwmi 6enok (pasosas Mmo4a) 1 180
11.2.2. US-Prot.sut |O6Lwwuii 6enok (cyToyHas mo4a) 1 180
11.20. OrgAcid_ur23|OpraHnyeckue kncnoTbl: 23 nokasaTens (Mova) 4 3650
11.21. OrgAcid_ur40|Opranunyeckue kncnotbl: 40 nokasaTenen (Moya) 4 6 400
11.22. OrgAcid_ur60|OpraHunyeckue kncnotbl: 60 nokasaTener (Moya) 4 8 090
10.2. PRREBERG |lpoba Pebepra (cyTtoyHasi moya) 1 210
11.15. SULC_PR Mpoba CynkoBuya (KanbLuii MoYM, pa3oBasi) 1 180
11.12.1. PHOSPHOR |®Pocdop HeopraHuyeckuii (pa3oBasi Moya) 1 210
11.12.2. PHOSPHOR |®Pocdop HeopraHnyeckuin (CyTouHas moya) 1 210
11.16.1. Him_Ur_kol | Xumuyeckuii coctaB MOYEBOro kKamHs (KOr., CNeKTPOCKONMS) 5 3670
03.03.BUOXNMNYECKWVE NCCNEQOBAHNA KANA
21.17. Alant kal_P |Anbda-1-aHTutpuncun (kan) 8 1660
21.1. Disbak cito Broxumnyeckuin aHanus kana 7 1760
21.19. OSM_stool_P|OcrtaTto4Has ocMONSpHOCTb 8 1290
21.9. ST ELASTAS |NaHkpeaTtnyeckas anacrasa 1 8 2390
21.20. Steato_P CreaToKpuT (CBOGOAHBIN XMP) 8 1340
21.4. STUGLEV |YrneBogbl 1 600




21.18. EDN_P 303nMHOUNBLHBIM HelpoTokcuH (EDN) 8 3960
03.04.BMOXMMNYECKUE NCCNEQOBAHUA CIHOHbI
16.8. MIK EA SI Broxummnyeckun aHanus CrnioHbl 7 1650
03.05.BMOXMMUNYECKUE NCCNEQOBAHUA CNEPMbI
16.9. Biohim Sp Broxummnyecknn aHanua cnepmbl: IMMOHHAs KMcnoTa, pykTosa, LMHK 1 1500
04.FOPMOHAINBbHBLIE NCCNEQOBAHUA
04.01.FOPMOHAIbHbLIE NCCNEQOBAHUA KPOBU
04.01.01.lmToBMAaHan xenesa
2.1. T3-TOTAL T3 o6wwmn 1 380
2.2. T3-FREE T3 cBOGOAHbIN 1 400
2.3. T4-TOTAL T4 o6wmn 1 380
2.4. T4-FREE T4 cBOGOAHbIV 1 400
2.7. TU TecT nornoLweHns TMpeonaHbIX rOpMOHOB 5 640
2.6. TYREOGLOB|TupeornobynuH 1 630
2.8. TBG TWUPOKCHHCBSA3bIBAOLLMIA FNOGYNWH 7 950
2.5. TSH TTr 1 270
04.01.02.NonoBble ropMOHbI
2.17. 17-OH-PG 17-OH-nporecTtepoH 1 550
2.54. Androstd_GL |AHApPOCTEHANON FOKYPOHNUA 8 1190
2.11. ANDROSTE |AHApPOCTEHAMOH 1 1030
2.52. AMH/MIS AHTUMionnepos ropmoH (AMH/MIS) 1 1371
2.18. SHBG nobynuH, cBA3bIBaOLLMIA NOMNOBbIE FOPMOHbI 1 400
2.50. DH- OurnapoTtectocTepoH 5 1350
2.53. Inhibin B WHrmbux B 8 1400
2.12. LH nr 1 340
2.51. Macro PRL  |MakponponakTuH, B T.4. NPONaKTUH U1 MOHOMEPHbIA NPONaKTUH 1 1080
2.16. PROGESTE |lMporectepoH 1 400
2.14. PROLACTIN |MMponaktuH 1 390
2.10. TESTOST CB06OAHbIN TECTOCTEPOH 2 890
2.9. TESTOSTER |TectocTepoH 1 332
50.2.1368. TesFr_FAl TecTocTepoH cBoboaHbIN (TecTocTepoH obwmia, FCMIT, nHaekc cBOGOAHbBIX aHAPOreHOB) 2 1450
2.13. FSH oClr 1 340
2.15. ESTRADIOL |3cTpaguon 1 340
04.01.03.'mnocunsapHo-HagnovYeyYHMKoBas cuctema
2.19. ACTH AKTI 1 690
2.22. ALDOSTERO|AnbaocTepoH 4 1100
2.21. DHEA OrA-S 1 440
2.20. CORTISOL |KopTu3on (ropmoH cTpecca) 1 270
2.57. RENIN-p PeHuH npamon 3 1420
04.01.04.MeTabonm3m KOCTHOMN TKaHu
2.27. b-CrossLaps |B-cross laps 1 900
2.25. CALCITONIN |KanbumMToHUH 1 900
1.100. Mark_P1NP [Mapkép cbopmmpoBaHus kocTHoro matpukca P1NP 5 1580
2.26. OSTEOCALC|OcTteokanbuuH 1 760
2.61. OPG OcTeonpoTerepuvH 7 3040
2.24. PARATHOR [MMapaTropmoH 1 550
04.01.05.Mopxenyno4vHas xenesa / XXenyao4HO-KULLIEYHbIN TpaKT
2.32. GASTRIN [acTpuH 1 660
2.35. Gastrop 3 [acTtponaHenb (c Harpyskon) (FfacTpuH 17, FacTpuH 17-ctumynupoBaHHbIv, MencuHoreH |, MencuHoreH Il, |8 6 650
2.62. GastroScreen|lractponaHenb (ckpuHuHr) (FacTpuH-17 6a3anbHeiii, MencuHorex-1, MencuHorex-11, cooTHowweHne 8 4540
2.28. INSULIN WHeynuH 1 517
2.31. LEPTIN JlenTtuH 8 900
2.29. PROINSULIN |MpouHcynuH 8 1030
2.30. C-PEPTID C-nentug 1 417
04.01.06.MpeHaTanbHas gnarHocTuka
2.39. PAPP-A Benok accoumunpoBaHHbIi ¢ 6epemeHHocTbi0 (PAPP-A) 1 690
2.36. HGC beta-Xr4 1 390
2.37. free b-HCG |6eTa-XI'Y ceob6oaHbIN 1 570
2.87. sFIPLGF R [Mapkepbl npeaknamncum: nnaueHTapHbin dakrop pocta (PLGF), pactBoprmas fms-nogobHas 2 7 360
2.40. LACTOGEN |lMnaueHTapHbIn naktoreH 8 720
2.59. PLGF MnaueHTapHbI dhakTop pocTa (PLGF) 2 4390
2.41. PRISCA- MpeHaTtanbHbIN CKpUHUHT | TpumecTpa (11-13 Hepens) 2 1370
2.42. PRISCA- MpeHaTtanbHbI ckpuHUHT Il TpumecTpa (14-20 Hepens) 4 1750
2.86. sFit-1 PactBopumas fms-nogobHas TmposuHknHasa-1 (sFit-1) 2 3790
2.38. unconESTRI |3cTtpuon cBoboaHbI 4 500
04.01.07 .KatexonamuHsbl
2.43. ADR-NOADR-{AgpeHanviH, HopagpeHanuH 8 1900
2.44. ADR-NOA- |AgpeHanuvH, HopagpeHanuH, 4oaMuH 8 2 450
12.10.2. MET_NORM |AHanu3 Ha cogep)aHue NpoOMeXyTOYHbIX MeTaboNMTOB KaTexonaMMHOB: MeTaHepUH, HopmeTaHedpuH |3 4200
04.01.08.BbuoreHHble amyHbl
2.46. GISTAMIN 'mctamuH 8 2500
2.81. MELATONIN |MenaToHuH 8 3330
2.47. SEROTONIN |CepoTOHWH 8 2290
04.01.09.dakTopbl pocTa
2.49. IGF-1 N®P-1 (Comatomenmt C) 1 1110
2.48. GH CTr 1 530

04.02.F OPMOHAJIbHbIE NCCINEJOBAHNA MO4YU




12.2. 17-KC hr 17-KC xpomaTorpaduyeckmmn metoq (CyTodHas Moya) 7 1720
12.6.1. ADR-NORAD |AgpeHanuH+HopaapeHanuH (pa3oBas Moya) 8 1800
12.6.2. ADR-NOR AppeHanuH+HopagpeHanuH (CyToyHas mMmoya) 8 1800
12.7.1. ADR-NOADR{AgpeHanuH+HopaapeHanuH+[odamuH (pazoBas Moya) 8 2 250
12.7.2. ADR-NOR-D |AgpeHanuH+HopaapeHanuH+[JodamuH (CyTouHas moya) 8 2240
12.10.1. Met_Nor_tot |AHanu3 Moun Ha coaepxaHne NPOMEXYTOUYHbIX METABONNTOB KAaTEXONAMUHOB: MeTaHedpuH, 7 2 500
12.4. DGA-S Ur OrA-S (cyTovHas moua) 1 350
12.12. DPD_UR ONWI (ae3okecunMpuanHonvH) B Mmove 1 1470
12.8.1. Kat_7 KomnnekcHoe nccnegoBaHue Ha kKaTexonaMuHbl, CEPOTOHUH U UX MeTabonuTbl (rOMOBaHUIMHOBaS, 7 3320
12.3. CORTISOL- |KopTuson (cyToyHas mo4a) 1 680
12.5. C-PEPTID- |C-nenTtua (cyTo4Has Mo4a) 1 550
12.11. fCORTISOL- |CBoGoaHbIn KOpTU30S 7 850
04.03.FOPMOHAJTbHbIE UCCNEJOBAHWNA CNIOHbI
2.78. 17-OH-PG_SI|17-OH-lMporectepoH (cntoHa) (MeTon BAXKX) 6 1420
2.80. SALIVA 8 17-OH-lMNporecTtepoH, AHApoCcTeHANOH, [lernapoanuanapoctepoH, Koptuaon, KoptusoH, MporectepoH, 6 6 360
2.77. ANDROST_S|AHgpocTeHanoH (cntoHa) (MeToa BIXKX) 6 1430
2.76. DHEA_SI HerngpoannangpoctepoH (critoHa) (metog BOXKX) 6 1400
2.79. SALIVA 4 OernppoanunangpocTtepoH, MNporectepoH, dctpaauon, TecTtocTepoH (cBoboaHbIE hpakUmm B CritOHE) 6 4960
2.65. CORTISOL- |KopTuson (cntoHa) 1 750
2.70. PROGEST_S|MporecTtepoH cBoboaHbIl (crntoHa) (MeTog BAXKX) 6 1640
2.73. CORT 2_SI| |CsoboaHbii kopTu3on (aBa B3sTWSA) (crntoHa) (MeTogd BOXKX) 6 1790
2.72. freeCort_S| |CBobGogaHbii kopTu3on (ogHo B3siTue) (cntoHa) (meTog BAOXKX) 6 1150
2.74. CORT 3_SI| |CBobogHbli kopTu3on (Tpu B3sTKA) (cntoHa) (meTog BAOXKX) 6 2170
2.75. CORT 4_SI| |CBobogHbIi kopTu3on (4eTbipe B3sTHA) (cntoHa) (meTog BOXKX) 6 2630
2.71. TESTOST_SI|TectocTtepoH cBoboaHbiN (crtoHa) (MeTod BOXKX) 6 1530
2.69. ESTRAD_SI |3ctpaavon cBoboaHbli (critoHa) (MeTog BOXKX) 6 1530
05.MMMYHOIEMATONOIMMYECKME MCCNEQOBAHUA
5.4. kell AHnTuren KELL (K) 3 720
5.2. Anti-Rh-fact |AT k pe3syc-cakTopy (TUTP) 1 770
5.1. GR-KR+REZ-|'pynna kpoBwu, pesyc-daktop 1 391
50.3.2193. Anti_ABO OnpepgeneHne MUMMYHHbIX aHTuTen no cuctreme ABO 10 1140
5.5. FENOTIP deHoTUNMpPOBaHUE 3pUTpoLMTOB No aHTMreHam C, ¢, E, e, Cw , K, k 6 1500
06."EMOCTA3MONOIr'MYECKME MCCNEAOBAHUA
6.8. D-dimer D-aumep (Bbicokuii puck Tpomb6030B) 1 859
6.11. AVR AKTMBUpOBaHHOE BpeMsi pekanbundmkaumum nnasmel (ABP) 1 200
6.25. Anti-Xa_act |AHTU-XA-akTuBHOCTb (OLeHKa KOHLeHTpaLuum renapvHa) 7 1950
6.12. ANTITROMB |AHTUTPOMOUH III. 1 337
3
6.3. APTT AYTB. 1 170
6.13. Lup BonuyaHouHbIM aHTUKOArynaHT 1 950
6.10. PTV MNO MHO (+MTB n MTN) 1 221
6.21. PARUS Mapyc-Tect 14 800
50.9.2228. Plasminogen |MnasmuHorex 1 809
6.15. PROTC MpoTenH C 3 1940
6.16. PROTS MpoTenH S 3 2390
6.5. PTT-PTTIDX |MpoTpombuHoBoe Bpemsi, [poTPOMOGUHOBBIN MHAEKC 1 230
6.9. SFMC P®MK 1 310
6.4. TrombTime |TpombuHOBOE Bpems 1 220
50.7.2228. FaktorlX PakTop IX 8 1340
6.14. FaktorVIIl dakTop VIII 8 1100
6.18. FaktorX dakTop X 14 1100
6.19. FaktorXI PakTop Xl 14 1000
6.20. FaktorXIl Paktop Xl 14 900
6.17. Willebrand-f |®akTtop BunnebpaHaa 8 1500
6.6. FIBRYNOGE |®ubpuHoreH 1 238
6.7. FIBRIN act |PubpuHonuTnyeckas akTMBHOCTb 1 250
07.O0HKOONATHOCTUKA
07.01.O0HKOMAPKEPbI
8.7. CA-125 CA 125 (anyHukn) 1 600
8.6. CA-15-3 CA 15-3 (MomnoyHble xenesbl) 1 650
8.8. CA-19-9 CA 19-9 (nopxenynoyHas xxenesa, Npsimas 1 CUTMOBUAHAs KuLLIKa) 1 660
8.9. CA-72-4 CA 72-4 (xenynok) 1 960
8.22. CA-242 CA-242 (nopxenyao4vHas xenesa, TONCTbIA KULWEYHMK, NpAMas KMLLKa) 8 870
8.10. Cyfra 21-1 Cyfra 21-1 (HEMenKOKNEeTOYHbIN pak Nerkmx) 1 960
8.25. Cyfra_UR Cyfra 21-1 B Mmoye 1 925
8.19. HE4 HE4 (anutenuanbHbIii pak AM4HUKOB) 1 1190
8.17. pro_GRP pro-GRP 1 2500
8.18. S-100NENnO |S-100 (Herpo-3HAOKPUHHBIE OMYXONW) 1 2300
8.12.1. b2-mGlobulin |3-2 MukpornobynuH (NMMdomMa, MHOXECTBEHHAst MMenoma) (KpoBb) 1 740




8.12.2. b2-mGlob. -2 MukpornobynuH (MMmdoma, MHOXeCTBEHHas Myuernoma) (Mova) 1 740
UR
8.1. AFP Anbda-eTonpoTemnH (neveHb) 1 410
8.14. SCCA AHTUreH NNOCKoKNeTo4YHON kapumHoMbl (SCC) (kapunHoMa LWerKkn MaTKu, HOCOrMOoTKK, Nuwesoaa, yxan |1 1950
8.13. Ubc AHTUreH paka moyesoro nysbips (UBC) (Mo4eBoOM ny3bipb) 8 2050
8.21. ROMA Post  |MHagekc ROMA B noctmeHonay3e (anuTenuanbHbli pak SUMHUKOB) 1 1720
8.20. ROMA Pre  |MHgekc ROMA B npemeHonay3e (anMTenvanbHbli pak ASUYHUKOB) 1 1720
8.26.1. PSA_efis_ MK|WHaekc 3gopoBbst npocTathl (phi-uHaekc). OueHka pucka Hanmums paka npegcratenbHON xenesbl 5 3450
8.4. PSARATIO_ |KomnnekcHoe onpeaenexune NCA cBo6oaHbIn/IICA obwmin. InddepeHumanbHas guarHoctmka 1 1100
8.11. NSE HewnpoHcneuundunyeckas eHonasa 1 1260
8.2. PSA-TOTAL |O6wwuit MCA (MpocTaTuyeckuii cneunuyeckmin aHTUreH) 1 530
8.15. M2-PK OnyxoneBas M2 nupyBaTkuHasa (KonopeKTarnbHbI pak) 8 1800
8.5. CEA P3A (Toncras kuwika, npsiMas KuLuka) 1 600
8.3. PSA-FREE |Csob6ogHbliii NCA (npeactatenbHas xenesa) 1 570
8.24. Chomogranin | XpomorpaHuH A 8 3000
07.02.LinTONOIrNA
07.02.02.Cockobbl KOXW
14.14. CYTOLOG_S |AccnepoBaHue cockoba Koxu 3 550
07.02.06.nTtonormna mo4un
14.10. CYTOLOG_U|UuTonornyeckoe ncecnegosaHne moum 3 530
07.02.07.UccnepoBaHne MOKPOThI
14.1. CYTOLOG_ |UccnepoBaHne MOKPOThI 3 770
07.06.17 .MccnenoBaHne KOCTHOWM TKaHK
15.55. hist_bone 'vcTonormyeckoe nccnepgoBaHne GUoNcUtHOro MaTtepuana KOCTHON TKaHu (onyXomnu n 14 6 500
onyxonenoao6Hble 3a6oneBaHUst KOCTU 1 CyCTaBOB)
15.56. hist_bone_o |ucTonornyeckoe nccrnegoBaHue onepaLMoHHOro Matepuarna KOCTHOWM TKaHu (onyxonu u 14 14 300
07.06.23.[dpyras nokanusauuns
15.48. hist_another |McTonornyeckoe nccnegoBaHne matepuana Apyrov nokanusauum 7 2750
07.06.24 .MynbTudokarnbHble Guoncmm
15.40.1. hist_pr12 'vcTonormyeckoe nuccneaoBaHne eAMHUYHBIX G1ONTaToOB M MaTepuana MynbTudokansHon uoncum 7 6 000
npeacraTenbHow xenesbl B 06beme fo 12 obpasuos
15.40.2. hist_prl2_ 'mcTonormyeckoe uccrnegoBaHne MynbTudoKanbHON Groncum npegcratenbHom xenesbl (6onee 12 7 6 800
o6pasLoB)
15.59. hist_dig_mf |MynbTudokansHas Groncus xenyaka ¢ oueHkor no knaccudukaumm OLGA 7 7 500
15.60. hist_int. mf  |MynbTudokanbHasi Goncust TONCTON KWLLIKW, TMCTONOrMYECcKoe UccrneaoBaHne 7 7 500
07.08.9JTYOPECLEEHTHAA TMBEPUAN3ALMA in situ (FISH)
07.08.01.MonoyHas xenesa
50.114.1405. [HER2_FISH |Onpegnenenne HER2 cTtatyca onyxonu metogom criyopecLieHTHow rmbpuausauum in situ (FISH) 14 27 500
07.08.02.0pyras nokanusauuns
07.09.0HKOJTIOTMYECKAA SKCNEPTU3A
09.01.01.02.MMKONOTI'’MYECKME NCCNEOOBAHNA
141.0.05.19.0 [NM_STAPH__ |MoceB kana Ha 3on0TUCTbI cTacdunokokk (Staphylococcus aureus) c onpeneneHvem YyBCTBUTENBHOCTU |3 1700
1.3. KAL_AB_BF_|Bo3byanTens k aHTubakTepranbHbIM npenapartam n 6akrepuodar
120.4.08.23.0 [NM_MF_4_S [NoceB cnepmbl Ha MUKPOGIOpY C onpeAeneHnemM YyBCTBUTENBHOCTM BO30yaMTens K 5 1500
1.0. PERM_AB_M|aHTubakTepranbHbiM npenaparam
120.4.08.23.0 [NM_MF_4_S [NoceB cnepmbl Ha MUKPOGIOpy C onpedeneHnemM YyBCTBUTENBHOCTM BO3DyaMTens K 5 1750
09.01.01.03.03.MUKPOBUONOIr’MYECKAA ONATHOCTUKA MNKPO®JTIOPLI OTAENMAEMOIO YXA U
121.0.01.06.0 [NM_ANAER_[[NoceB 13 neBoro rnasa Ha aHaspoOHyo MMKpodriopy ¢ onpeAeneHneM YyBCTBUTENbHOCTY Bo3byauTens (6 1500
120.6.01.06.0 [NM_MF_6_G [lNoceB 13 neBoro rnasa Ha MMKpodriopy € onpeaeneHmeM 4yBCTBUTENbHOCTY BO3OyaAnUTens K 5 1700
120.6.01.06.0 [NM_MF_6_G [NoceB 13 neBoro rnasa Ha MMKpodriopy € onpeaeneHneM 4yBCTBUTENbHOCTY BO3OyaAnUTens K 5 1700
120.6.01.12.0 [NM_MF_6_U [lNoceB 13 neBoro yxa Ha MUKpodopy ¢ onpeaeneHMem YyBCTBUTENbHOCTHN BO30yANTENs K 5 1700
1.0. KHO_L_AB_ |aHTubakTepuanbHbiM npenaparam
120.6.01.12.0 [NM_MF_6_U [lNoceB 13 neBoro yxa Ha MMKpodnopy ¢ onpefeneHMem YyBCTBUTENbHOCTN BO30yanTenNs K 5 1700
121.0.01.07.0 [NM_ANAER__|[NoceB 13 npaBoro rnasa Ha aHaapobHyto M1Kpodropy ¢ onpeaeneHnem YyBCTBUTENBHOCTU 6 1500
1.0. P_AB_MK BO3OyauTens Kk aHTubakTepuanbHblM Npenaparam
120.6.01.07.0 [NM_MF_6_G [lNoceB 13 npaBoro rnasa Ha MMKpodIiopy ¢ onpefeneHMem YyBCTBUTENbHOCTH BO30yanTens K 5 1700
120.6.01.07.0 [NM_MF_6_G [lNoceB u3 npaBoro rnasa Ha M1Kpodopy ¢ onpefenieHMem YyBCTBUTENbHOCTH BO30yanTeNs K 5 1700
120.6.01.13.0 [NM_MF_6_U [lNoceB 13 npaBoro yxa Ha Mnukpodnopy ¢ onpeaeneHnem Y4yBCTBUTENbHOCTN BO3OyauTENs K 5 1700
120.6.01.13.0 [NM_MF_6_U [lNoceB u3 npaBoro yxa Ha Mnkpodnopy ¢ onpeaeneHnem Y4yBCTBUTENbHOCTN BO3OyauTEns K 5 1700
09.01.01.03.04.MMKPOBMONOI’MYECKAA ONATHOCTUKA MNKPO®NIOPbI BEPXHUX N HMXXHNX
141.0.01.10.0 [NM_STAPH_ |lNoceB 13 3eBa Ha 30M10TUCTbIV cTadunokokk (Staphylococcus aureus) ¢ onpegenenvem 3 1450
120.2.01.10.0 [NM_MF_2_Z |lNoceB 13 3eBa Ha MMKPONOPY C onpeaeneHneM YyBCTBUTENbHOCTM BO30yAMTENS K 5 1600
120.2.01.10.0 [NM_MF_2_Z |lNoceB 13 3eBa Ha MMKPONOPY C onpeaeneHneM YyBCTBUTENbHOCTM BO30yAMTENS K 5 1700
142.0.01.10.0 [INM_STR.PY |[[lMoceB 13 3eBa Ha NMOTreHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHnem 3 1450
142.0.01.10.0 [INM_STR.PY |[[lMoceB 13 3eBa Ha NMOTEeHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHnem 3 1700
141.0.01.16.0 [NM_STAPH__ [[MoceB 13 Hoca Ha 30M0TUCTbIN CTadMnOKOKK (Staphylococcus aureus) ¢ onpegeneHmem 3 1500
120.2.01.16.0 [NM_MF_2_N [lNoceB u3 Hoca Ha Mnkpodhnopy ¢ onpeaeneHnem Y4yBCTBUTENbLHOCTN BO3OyauTens K 5 1500
120.2.01.16.0 [NM_MF_2_N [lNoceB u3 Hoca Ha Munkpodnopy ¢ onpeaeneHnem Y4yBCTBUTENbHOCTN BO3OyauTens K 5 1700
120.3.07.35.0 [NM_MF_2_M [NoceB MOKpOTbI Ha MUKPOGIOPY C onpeaeneHnemM YyBCTBUTENbHOCTM BO30yaAMTENs K 5 1350
144.0.00.00.0 [NM_DIPHTH [INoces Ha Bo3byauTensa audtepun (Corynebacterium diphtheriae) c onpenenenve 4yBcTBUTENBHOCTH 6 1300
144.0.00.00.0 [NM_DIPHTH [lNoceB oTAenseMoro BepxH1X AbixaTemnbHbIX MyTen (HOC 1 3eB) Ha Bo3byauTensa andrepun 5 1400
09.01.01.03.05.MMKPOBMONOI’MYECKAA ONATHOCTUKA MNKPO®JIOPLI TrPYOHOIO MOJTOKA
120.5.04.08.0 [NM_MF_5_L [lNoceB rpyAHOro Morioka feBovi rpyav Ha MUKpodnopy € onpefeneHMem YyBCTBUTENbHOCTY BO3OyanTens |3 1130
120.5.04.08.0 [NM_MF_5_L [lNoceB rpyAHOro Moroka feBovi rpyav Ha MUKpodnopy € onpefeneHMem YyBCTBUTENbHOCTY BO3OyanTens |3 1360
120.5.04.09.0 INM_MF_5_P [lMoceB rpygHOro Mosoka npasow rpyan Ha MUKpodriopy ¢ onpeaeneHnemM YyBCTBUTENbHOCTH 3 1130
120.5.04.09.0 [INM_MF_5_P [lMoceB rpygHOro Mosoka npaBow rpyau Ha MMKpodpriopy ¢ onpeaeneHnemM YyBCTBUTENbHOCTH 3 1360

09.01.02.0CHOBHbIE NCCJIEJOBAHNA




09.01.02.01. MIKPOCKOIMNYECKWME NCCITEQOBAHNA

168.0. NM_Mikro_G |Mukpockonuyeckoe nccnegoBaHne Maska ¢ okpackou no 'pamy (¢ oueHkon no wkane HetopkeHTa) 1 450
166.0. NM_Mikro_mi|Mukpockonuyeckoe uccrnegoBaHue Ha rpubbi 2 600
col
167.0. NM_Mikro_N |Mukpockonuyeckoe nccnegoBaHne HaTMBHOrO Maska C okpackon no I'pamy 1 500
165.0. NM_MICROS |Mukpockonuyeckoe uccrnenoBaHne HaTUBHOrO Matepuana 2 450
09.01.02.02.MNKOJTOT'MYECKNE NCCHNEOOBAHUA.
152.0. NM_mico&mi |KomnnekcHoe Mukornoruyeckoe uccnegosaHue Ha rpubsl (Candida spp, Aspergillus spp., Cryptococcus |14 770
153.0. NM_Asperg& |Mukonornyeckoe nccnegosaHve Ha acneprunnbl (Aspergillus spp.) 7 770
155.0. NM_dermaé&d|Mukonornyeckoe nccnegosaHve Ha gepmatomuueTol (noces) (Trichophyton spp., Microsporum 21 1000
154.0. NM_Crypt&Cr|Mukonornyeckoe nccnegosaHne Ha Kpuntokokk (Cryptococcus neoformans) 30 920
09.01.02.03.MNKPOBNONOI'’MYECKME NCCNEJOBAHNA
133.0. NM_PTI&PTI |QuarHocTyka NULLEBbLIX TOKCUKOUHMEKLMI 5 750
124.0. NM_Disbac& |Mukpobuonoruyeckas auarHoctuka amcbakrepmosa KuweyHmka 4 1283
134.0. NM_OKZ&O |Mukpoburonormyeckas guarHOCTUKa KULLEYHbIX MHEKLUI 6 800
151.0. NM_choler&c |MukpoGuronoruyeckas amarHocTka xonepbl 6 1020
holer
120.5. NM_MF_5&M|lMNoceB rpygHoro moroka Ha Mukpodnopy 2 680
120.9. NM_MF_9&M|lMNoceB xenyn Ha mukpodnopy 7 1300
120.0. NM_MF&MF [oceB kana Ha Mukpodropy 4 850
120.1. NM_MF_1&M|lNoceB Moun Ha MuKkpodnopy 1 760
121.0. NM_Anaer MoceB Ha aHaapo6GHYO MUKpodopy 5 850
122.0. NM_MFAnaer|MNoceB Ha aapobHyto 1 aHaapobHy0 MUKPOgropy 7 1500
&MFAnaer
173.0. NM_STR.AG |lMNoceB Ha 6eTa-remonuTnyecknini CTPENTOKOKK rpynmnbl B (Streptococcus agalactiae) 2 850
A&S.AGA
123.0. NM_coli_grup|Moces Ha Bo3byauTenen kuweyHou rpynnel (Shigella spp., Salmonella spp.) 4 800
&coli_grup
150.0. NM_Clostr_b |Moces Ha Bo3GyauTens 6otynuama (Clostridium botulinum) 10 650
&Clostr_b
144.0. NM_diphther |Moces Ha Bo3GyauTens audtepum (Corynebacterium diphtheriae) 5 850
137.0. NM_Gardner |[Noces Ha rapaHepennés (Gardnerella vaginalis) 4 820
143.0. NM_Haemop |MNoceB Ha remodunbHyto MHdekumio (Haemophilus influenzae) 4 820
136.0. NM_gonor&g |Moces Ha roHopeto (Neisseria gonorrhoeae) 5 820
135.0. NM_Candida |Moces Ha rpubel p.Candida 4 820
141.0. NM_Staph&S |MoceB Ha 3onoTucTbIn cTadmnokokk (Staphylococcus aureus) 2 950
taph
132.0. NM_Yersin&Y|Moces Ha nepcunHmos (Yersinia spp.) 12 680
129.0. NM_Campyl&|Moces Ha kamnunobaktepuos (Campylobacter spp.) 4 730
126.0. NM_0157&0 |MNoceB Ha kuwe4yHyto nanoyky (Escherichia coli 0157:H7) 4 780
130.0. NM_Clostr_d |Moces Ha knocTpugun (Clostridium difficile) 4 680
145.0. NM_B.perB.p |Moces Ha kokntoww 1 napakokntow (Bordetella pertussis, Bordetella parapertussis) 6 900
147.0. NM_Legion& |Moces Ha nernoHennés (Legionella) 7 820
131.0. NM_Listeria& |MoceB Ha nucTepros (L.monocytogenes) 5 850
146.0. NM_mening& |MNoceB Ha MmeHWHrUT (Neisseria meningitidis) 7 940
140.0. NM_Mycop& |MoceB Ha mukonnasmy xomuuuc (Mycoplasma hominis) 4 1450
Mycop
142.0. NM_Str.pyo& |[MoceB Ha nuoreHHbIN CTPENTOKOKK (Streptococcus pyogenes) 2 900
Str.pyo
127.0. NM_Salmon&|MoceBs Ha canbMoHennes (Salmonella spp.) 4 680
Salmon
139.0. NM_Ureap& |Moces Ha ypeanna3my ypeanutukym (Ureaplasma urealiticum) 4 1300
172.0. NM_UR_MY [lNoceB Ha ypeanna3my ypeanutukym u MUKOMMIasmMy XOMUHUC 4 1210
128.0. NM_Shigel&S|Moces Ha wurennes (Shigella spp.) 4 680
125.0. NM_Escher& |Moces Ha awepuxmnos (Escherichia spp.) 3 680
120.2. NM_MF_2&M|lMNoceB oTAenseMoro BepxH1X AbiXxaTernbHbIX NyTel Ha Mukpodnopy (Hoc, 3eB) 4 980
120.6. NM_MF_6&M|lMNoces otaensemMoro rnas, ywen Ha mukpodnopy 4 951
120.3. NM_MF_3&M|lMNoceB oTAENSAEMOro HUXKHWNX AblXaTenbHbIX MyTeNn Ha MUKpPodriopy (Tpaxes, 6poHxXM) 4 952
120.7. NM_MF_7&M|lMNoceB oTaenseMoro paHbl Ha MUKpodropy 4 1100
120.4. NM_MF_4&M|lNoceB oTAENSAEMOro yporeHMTanbHoro Tpakta Ha Myukpodnopy 4 954
120.8. NM_MF_8&M|lMNoceB nyHkTaTOB Ha MuKpodnopy 7 2000
09.01.02.04.A0MNONHUTENIbHBLIE NCCNEQOBAHUA
01. ABP_chuv OnpepeneHne 4yBCTBUTENBHOCTM BO30yAMTENA K aHTubakTepuanbHbIM NnpenapaTam (44Mm) 1 470
03. Fag_chuv OnpepgeneHve YyBCTBUTENBHOCTU BO30yaMTens k 6aktepuodaram 1 400
13. ABPR__Vitek |Onpenenenne yyBcTBUTENBHOCTU BO3OYAUTENS K paclunpeHHomy cnektpy ABI, ¢ onpepgenenvem 2 1060
02. ABPR_chuv |OnpepeneHne 4yBCTBUTENLHOCTM BO3OYAMTENS K pacLUMPEHHOMY CMEKTpY aHTMbakTepuarnbHbIX 2 1140
05. ESBL_chuv |OnpepeneHue 4yBCTBUTENBLHOCTM K aHTMbakTepmanbHeiM npenapatam ESBL-wiTtammoB 1 390
06. MRSA_chuv |OnpepeneHue 4yBCTBUTENBLHOCTM K aHTMBakTepmanbHeiM npenapatam MRSA-iTamMmmoB 1 540
09. ExABP_chuv |OnpeneneHue 4yBCTBUMTENBbHOCTM K aHTMOaKTepuanbHbIM Npenaparam BCero CnekTpa BblAeNeHHOM 1 540
08. Fungitest_ch |OnpeneneHue 4yBCTBUTENBHOCTU K aHTUMUKOTUKAM C UCMONb30BaHMeM TecT-cuctem "Fungitest"” 1 1100
07. MIC_chuv OnpepeneHne 4yBCTBUTENBHOCTU K aHTUMMUKOTUYECKMM Mpenaparam 1 390
04. Fag_Staph |®ParoTvnusauus cracdunokokka 1 650
09.01.02.05.AHTUIT'EHHBIE TECTbI, 3KCINPECC-AHAIIN3bI
157.0. Adeno&Aden |ApgeHosupyc (Adenovirus, AMapeiHbil CUHAPOM), @HTUTEHHbIN TECT 870
163.0. influen&influe |Bupyc rpynna A n B, aHTureHHbI TecT (kay.) 1400
n
158.0. Crypt_at&Cry |Kpuntocnopuamm napsym (Cryptosporidium parvum, anapenHbii CUHAPOM), aHTUrEHHbIV TECT 1 1300
159.0. lyambli&lyam |JIlam6nun (Giardia liamblia, anapeviHbin CMHOPOM), @HTUTEHHbIN TECT 2 900
175.0. ROTA_ADEN |O6HapyxeHne poTaBupycoB U aAeHOBUPYCOB, aHTUTEHHBIN TECT 2 1120
156.0. Rota&Rota |PotaBupyc (Rotavirus, gnapenHbii CMHOPOM), aHTUTEHHbIA TECT 2 950




162.0. Str.pyo_at&St|CtpenTtokokka rp.A (Streptococcus pyogenes), aHTUreHHbIn TecT 1 950
161.0. S.agal_AG&S|CtpenTtokokka rp.B (Streptococcus agalactiae), aHTUreHHbIi Tect 2 950
160.0. A_Clost&A_C|TokcuH A (Clostridium difficile, nceBgomembpaHHbI KONWUT), aHTUFEHHBIN TECT 2 1200
186.0. A_BClost_&_|TokcuH A n B (Clostridium difficile, nceBaomem6paHHbIi KONWT), aHTUrEHHBIV TeCT 2 1670
09.01.03.0MPEAENEHNE MMKPOBNOTHI
199.7. BIOT_mocr |AHanu3 mukpobuoTtbl no Ocunosy (6uoTton "BpoHxmanbHoe oTaensiemoe") 5 5060
199.6. BIOT_kozha |AHanu3 mukpobuoTtsl no Ocunosy (6uoTton "Koxa") 5 5060
199.15. BIOT _urina  |AHanu3 mukpobuoTtsl no Ocunosy (6uoTton "Moua") 5 5060
199.13. BIOT_sper |AHanu3 mukpobuoTbl no Ocunosy (6uoTton "Myxckasi MmoyenonoBas cuctema") 5 5060
199.8. BIOT_nogti  |AHanu3 mukpobuoTtsl no Ocunosy (6uoTton "Hortu") 5 5060
199.12. BIOT _rot AHanu3 mnkpobunoTsl no Ocunosy (6uoTton "PoToBasi NonocTb, HocornoTka") 5 5 060
199.3. BIOT_glaz  |AHanu3 mukpobuoTtbl no Ocunosy (6uoTton "CnmaucTas rnasa") 5 5 060
199.9. BIOT_nos AHanu3 mukpobuoTel no Ocunosy (buoTton "CnuancTtas Hoca") 5 5 060
09.02.MUP-OMATHOCTUKA
09.02.01.BupycHsble renaTuThbl
19.127. HBV s Abb  |Bupyc renatuta B, AHK (HBV, MUP yneTpadyscTBuUT.) NnasmMa, Kon. 10 3520
19.1. HBV B Bupyc renatuta B, OHK (HBV, MNLUP) nnasma, kau. 3 550
19.44. HBYV quant B |Bupyc renatuta B, AHK (HBV, MNMLP) nna3awma, kon. 3 1800
19.129. HCV g Abb  |Bupyc renatuta C, reHoTun 1, 1a, 1b, 2, 3, 4, 5, 6, PHK (HCV, MNLP ynbTpayyscTBWT.) NNasma, kau. 10 3850
19.97. HCV genot  |Bupyc renatuta C, reHoTun 1a, 1b, 2, 3a, 4, 5a, 6, PHK (HCV, MNUP) nna3wma, kon. 3 1770
19.128. HCV s Abb  |Bupyc renatuta C, PHK (HCV, MUP ynbTpayyBcTBUT.) Nnasma, Kon. 10 3520
19.8. HDV B Bupyc renatuta D, PHK (HDV, MNUP) nnasma, kay. 3 550
19.95. HDV guant B |Bupyc renatuta D, PHK (HDV, MNMLP) nna3wva, kon. 3 650
19.10. HGV B Bupyc renatuta G, PHK (HGV, MLUP) nnasma, kau. 3 650
19.6. HAV B Bupyc renatuta A, PHK (HAV, MLUP) nnasma, kau. 3 650
19.3. HCV B Bupyc renatuta C, PHK (HCV, MNUP) nnasma, kay. 3 610
19.45. HCV quant B |Bupyc renatuta C, PHK (HCV, MNMUP) nna3wma, kon. 3 2200
09.02.02.BNY-nHdekumn
19.49. HIV Kch BWY-1, PHK (HIV-1, MUP) nna3sma, kau. 3 2200
50.1.2002. HIV-1.kol BWY-1, PHK (HIV-1, MUP) nnasma, kon. 3 5950
09.02.03.PaHHsis gnarHoctuka renatuta B, C, BUY-1, BUY-2
19.96. HIVGEP PaHnHsas gnarHoctuka nHdekuuii: PHK HCV, OHK HBV, PHK BUY-1, PHK BUY-2 (ynbTpauyBcTBUTENbLHbIN |3 2100
09.02.04 .KneweBble nHpeKLMM
19.56.2. PCR_BOREL |boppenun, IHK (Borrelia burgdorferi s.I., MLIP) moua, kay. 2 400
19.91.2. BorrelKI-Ur  |Boppenun, AIHK (Borrelia burgdorferi s.I., MNL|P) moya, kon. 2 450
19.56.1. PCR_BORR |Boppenuu, HK (Borrelia burgdorferi s.I., MLP) nnasma, kay. 2 450
19.91.1. Borrell-Kl Boppenuu, AHK (Borrelia burgdorferi s.I., MLIP) nna3wma, kon. 2 450
19.55. Klesch.Enc |Bupyc kneweBoro aHuedanuta, PHK (TBE Virus, MUP) nnasma, kau. 2 550
19.107. PCR Borrel |KomnnekcHoe nccnegosaHne Ha MHEKUMN, NepefaBaemble krneljamu: 6oppenvos, Knewesomn 2 1500
19.106. FGBUZ KomnnekcHoe nccnegoBaHve Ha knelleBble MHeKLun: 6oppennos, Knewweson aHuedanuT, apnamxmos, 2 1800
09.02.05.PecnupaTtopHble MHdEKL N
50.8.2090. virus AN1/H1 [Bupyc rpunna A H1N1, PHK (HPAI Virus A, TLIP) cocko6, kau. 2 1650
19.35.3. VEB Ur Bupyc SnwrenHa-bapp, AHK (EBV, MNMLIP) moya, kau. 2 280
19.71.3. VEB-KI-Ur Bupyc SnwreiHa-bapp, AHK (EBV, MLIP) mouya, kon. 2 370
19.35.1. VEB B Bupyc SnwreiHa-bapp, AHK (EBV, MLP) nna3wma, kau. 2 370
19.71.1. VEB-KI Bupyc SnwreitHa-bapp, AHK (EBV, MLP) nna3wma, kon. 2 370
19.35.2. VEB Sc Bupyc SnwreiHa-bapp, AHK (EBV, IMLIP) cockob, kay. 1 280
19.71.2. VEB-KI-Sc Bupyc SnwreiHa-bapp, AHK (EBV, IMLIP) cockob, kon. 1 370
19.38. Bord pertus |Kokntow, AHK Bo36yautenen (Bordetella spp., Bordetella pertussis, Bordetella bronchiseptica, MNLP), 2 590
19.151. PCR_COV19 |KopoHasupyc, PHK (SARS-CoV-2, MNL|P) masok, kau. 2 987
19.154. PCR_COVecit |KopoHasupyc, PHK (SARS-CoV-2, MNLIP) ma3ok, kay., Cpo4HO 1 1200
19.52.1. Nes.H.Str MeHuWHrokokk, remodunbHas nanoyka, ctpentokokk (Neisseria meningitidis, haemophilus influenzae, 2 850
19.52.2. Nes.H.Str.m |MeHuHrokokk, remodunbHas nanoyka, ctpentokokk (Neisseria meningitidis, haemophilus influenzae, 2 850
50.6.1295. A-Myc.pn Mwukonnasma nHeBmoHum (M. pneumoniae), MUP OHK (nna3ma, kau.) 2 650
50.90.1295. |A-myc.pn.dab|Mukonnasma nHeBmoHumn (M. pneumoniae), MNMLP OHK (cocko®, kay.) 2 650
19.51.1. A-Myc.Chl Mwukonnasma nHeBmoHum (M. pneumoniae), xnamuausi nHeBMoHun (C. pneumoniae), MNMUP OHK (nnasma, |2 640
19.51.2. A-Myc.Chl.m [Mukonnasma nHeBmoHun (M. pneumoniae), xnamuausi nHeBMoHun (C. pneumoniae), MLUP OHK (cockob, |2 640
50.3.2001. ORVI_AB OPBW, npoctyga v rpunn: 16 BUPYCHbIX MHMEKLMIA 3 2 800
19.249. ORVI_compl |OPBW, npoctyaa, rpunn n COVID-19: 16 BUpYCHbIX HeKLuni 1 3200
09.02.06.0cTpble kuweYHble MHeKLn
19.54. Rot.Nor.Ast |PotaBupyc rp. A, HopoBupyc 2 reHorpynnsl, actpoupyc, PHK (Rotavirus A, Norovirus 2, Astrovirus, MNLP)|[2 1270
19.53. Sh.E.Sal.C |Wwurennsl, awepuxuu, canbmoHennsl, kamnunobakrepun, AHK (Shigella spp., E. coli (EIEC), Salmonella |2 860
19.54.2. Eterov_PCR |3HTeposupyc, PHK (Enterovirus, MNLP) kan, kau. 5 630
50.12.2183. [Enterov Sc  |3QHTeposupyc, PHK (Enterovirus, MLIP) cockob, kau. 5 630
09.02.07.Apyrvne 6akTtepuanbHble U BUPYCHblE MHpeKLnn
19.34.3. VZV Ur Bupyc Bapuuenna-soctep, AHK (VZV, MLP) moya, kau. 2 330
19.34.1. VZV B Bupyc Bapuuenna-soctep, AHK (VZV, MNUP) nnasma, kay. 2 310
19.34.2. VZV Sc Bupyc Bapuuenna-szoctep, OHK (VZV, MNMLP) cockob, kau. 1 330
19.85. Rubell-kch Bupyc kpacHyxu, PHK (Rubella Virus, MUP) nnasma, kay. 2 640
19.86. Rubell-kol Bupyc kpacHyxu, PHK (Rubella Virus, MUP) nnasma, kon. 2 670
19.43. Listerm Sc  |Jluctepus, OHK (Listeria monocytogenes, MLP) cockob, kau. 1 350
19.39.3. Toxopl.g.Ur |Tokconnasma, AHK (Toxoplasma gondii, NMLP) moua, kau. 2 320
19.74.3. Toxo-KI-Ur  |Tokconnasma, IHK (Toxoplasma gondii, MLP) moya, kon. 2 360
19.39.1. TOXOPGondi|Tokconnasma, AHK (Toxoplasma gondii, MLP) nnasma, kau. 2 320
19.74.1. Toxo-KI Tokconnasma, [IHK (Toxoplasma gondii, MNL|P) nnasma, kon. 2 360




19.39.2. Toxopl. g.Sc |Tokconnasma, AHK (Toxoplasma gondii, NMLP) cocko6, kau. 1 320
19.74.2. Toxo-KI-Sc  [Tokconnasma, OHK (Toxoplasma gondii, MLP) cocko6, kon. 1 360
19.37.1. H.pylori St Xenukobaktep, OHK (Helicobacter pylori, MLP) kan, kau. 2 560
19.72.2. HpylorKl-kl | Xenukobaktep, AHK (Helicobacter pylori, MLP) kan, kon. 2 640
19.37.2. H.pylori.dab |Xenukobaktep, AHK (Helicobacter pylori, MLIP) cockob, kau. 2 560
19.72.1. H.pylori.KI Xenukobaktep, OHK (Helicobacter pylori, MLIP) cocko6, kon. 2 640
19.31.3. CMV Ur Lintomeranosupyc, AHK (Cytomegalovirus, MNLP) moya, kay. 2 360
19.69.3. CMV.KILUr Lintomeranosupyc, AHK (Cytomegalovirus, MNLIP) moya, kon. 2 360
19.31.1. CMV B Lintomeranosupyc, AHK (Cytomegalovirus, MNLP) nna3ma, kay. 2 360
19.69.1. CMVKI Lintomeranosupyc, AHK (Cytomegalovirus, MNLP) nnasma, kon. 2 360
19.31.5. CMG Sal Lintomeranosupyc, AHK (Cytomegalovirus, MNLIP) cntoHa, kau. 2 640
19.69.5. CMG Sal_kl |UuTtomeranosupyc, OHK (Cytomegalovirus, MLUP) cntoxa, kon. 2 640
19.31.2. CMV Sc Lintomeranosupyc, AHK (Cytomegalovirus, MLP) cockoB, kau. 1 360
19.69.2. CMV.KLSc Lintomeranosupyc, AHK (Cytomegalovirus, MNLP) cockoB, kon. 1 360
09.02.08.Bupyc npocTtoro repneca
19.108.3 HSV 1 Ur Bupyc repneca 1 tuna, AHK (HHV-1, MLP) moua, kau. 2 360
19.109.3 HSV.KI.1 Ur |Bupyc repneca 1 tuna, AHK (HHV-1, MLP) moua, kon. 2 320
19.108.1 HSV1B Bupyc repneca 1 Tuna, AHK (HHV-1, NLP) nnasma, kay. 2 360
19.108.5 HSV | Sal Bupyc repneca 1 tuna, AHK (HHV-1, NLP) cntoHa, kau. 2 600
19.109.5 HSV | Sal_kl |Bupyc repneca 1 tuna, AHK (HHV-1, MLP) cntoxa, kon. 2 640
19.108.2 HSV 1 Scg |Bupyc repneca 1 tuna, AHK (HHV-1, MLP) cockob, kay. 1 360
19.109.2 HSV 1.KL.Sc |Bupyc repneca 1 tuna, AHK (HHV-1, MLP) cocko6, kon. 1 320
19.23.3. HSV 1,2 Ur  |Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MLIP) moua, kau. 2 350
19.67.3. HSV.KI.1,2Ur |Bupyc repneca 1,2 Tunos, AHK (HHV-1,2, MLP) moua, kon. 2 308
19.23.1. HSV12B Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MNLP) nnasma, kay. 2 250
19.23.5. HSV I-ll Sal |Bupyc repneca 1,2 Tunos, AHK (HHV-1,2, MLIP) cnitoHa, kay. 2 640
19.67.5. HSV I-1l Skl |Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MLP) cnioHa, kon. 2 680
19.23.2. HSV 1,2 Sc  |Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MNMLIP) cockob, kau. 1 250
19.67.2. HSV.KI.1,2Sc |Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MLIP) cockob, kon. 1 319
19.110.3 HSV 2 Ur Bupyc repneca 2 tuna, AHK (HHV-2, MNLP) moya, kau. 2 260
19.111.3 HSV.KI.2Ur |Bupyc repneca 2 tuna, AHK (HHV-2, MLP) moua, kon. 2 320
19.110.1 HSV 2B Bupyc repneca 2 tuna, AHK (HHV-2, NLP) nnasma, kay. 2 260
19.110.5 HSV Il Sal Bupyc repneca 2 tuna, AHK (HHV-2, MNLP) cntoHa, kau. 2 550
19.1115 HSV Il SI_kl |Bupyc repneca 2 tuna, AHK (HHV-2, MLP) cntoxa, kon. 2 580
19.110.2 HSV 2 Scg. |Bupyc repneca 2 tuna, AHK (HHV-2, MLP) cockob, kau. 1 260
19.111.2 HSV 2.Kl.Sc |Bupyc repneca 2 tuna, AHK (HHV-2, MLIP) cocko6, kon. 1 320
19.24.3. A-HSV-6-Ur [Bupyc repneca 6 tuna, AHK (HHV-6, MNL|P) moya, kau. 1 270
19.68.3. HHV-KIUr-VI |Bupyc repneca 6 tTuna, AHK (HHV-6, MLIP) moua, kon. 2 320
19.24.1. HHV VI B Bwupyc repneca 6 tvna, AHK (HHV-6, MNLP) nnasma, kay. 2 270
19.68.1. HHV-KI-VI Bupyc repneca 6 tuna, AHK (HHV-6, MNLP) nna3ma, kon. 2 320
19.24.5. HSV VI Sal |Bupyc repneca 6 Tuna, AHK (HHV-6, MLIP) cnioHa, kay. 2 600
19.68.5. HSV VI SI_kl |Bupyc repneca 6 tTuna, AHK (HHV-6, MLP) cntoxa, kon. 2 640
19.24.2. HHV VI Sc Bupyc repneca 6 tvna, AHK (HHV-6, MNMLP) cocko6, kau. 1 360
19.68.2. HHV-KISc-VI |Bupyc repneca 6 tuna, AHK (HHV-6, MLP) cocko6, kon. 1 330
09.02.09.KomnnekcHoe nccnenoBaHuneHa rpnbsl poga Kananaa
19.77. GrCandida |Kangmpa, OHK (Candida albicans, C. glabrata, C. krusei, lML|P 6e3 onpeaenexnvs Buga Bo3byantens) 2 690
19.777. GrCandldent |Kananpa, OHK (Candida albicans, C. glabrata, C. krusei, MLP c onpeaenexvem Buga Bo3byantens) 2 910
09.02.10.YporeHuTanbHble MHDEKLNN
09.02.10.01.MapaHepenna BaruHanuc
19.19.2. Gardn.V.Ur [FapgHepenna, AHK (Gardnerella vaginalis, MLIP) moua, kau. 2 260
19.63.2. Gardn.KlLur |FapgHepenna, AHK (Gardnerella vaginalis, MNMLP) moua, kon. 2 300
09.02.10.02.KaHanpa anbbukaHc
19.22.2. Candida a.Ur |Kangnaa, OHK (Candida albicans, MNMLP) moua, kau. 2 260
19.66.2. Cand.KL.Ur |Kangmga, OHK (Candida albicans, IMLP) moua, kon. 1 340
19.22.1. Candida a Sc |Kangnga, OHK (Candida albicans, MNMLP) cocko6, kau. 1 260
19.66.1. Candid.KIl.Sc |Kananga, OHK (Candida albicans, MLP) cocko6, kon. 1 340
09.02.10.03.Mukonnasma reHuTanmym
19.17.2. Mycopl.g.Ur |Mukonnaama, AHK (Mycoplasma genitalium, MLP) moya, kay. 2 260
19.61.2. Myco.g.KLUr |Mukonnaama, JHK (Mycoplasma genitalium, MLP) moua, kon. 2 350
09.02.10.04.Mukonnasma XOMUHWC
19.18.2. Mycopl.h.Ur |Mukonnaawma, JHK (Mycoplasma hominis, MNLP) moua, kau. 2 260
19.62.2. Myco.h.KL.Ur |Mukonnaawma, JHK (Mycoplasma hominis, MNLP) moya, kon. 2 350
09.02.10.05.Heviccepus roHopen
19.21.2. Neis G.Ur IoHopes, AHK Bo3byanTens (Neisseria gonorrhoeae, MNLP) moya, kau. 2 260
19.65.2. Neis.g.KIUr  |FoHopes, IHK Bo3byanTtens (Neisseria gonorrhoeae, INMLIP) moua, kon. 2 320
09.02.10.06.TpuxomoHac BarMHanuc
19.20.2. Trich.V.Ur Tpuxomonaga, AHK (Trichomonas vaginalis, MNLP) moya, kau. 2 320
19.64.2. Trich.KI.Ur Tpuxomonaga, AHK (Trichomonas vaginalis, MNL|P) moya, kon. 2 350
09.02.10.07.Ypeanna3mbl
19.15.2. Ureaplur.Ur |Ypeannaswmel, HK (Ureaplasma species, lNLIP) mouya, kau. 2 260
19.59.2. Ureapl.KIL.Ur |Ypeannaswmel, HK (Ureaplasma species, lNLIP) moua, kon. 2 370

09.02.10.08.J1akTobakTepun

09.02.10.10.Xnamunamsa TpaxomaTunc




19.14.2. Chlam.tr.Ur | Xnamunausa, OHK (Chlamydia trachomatis, MLP) moya, kau. 2 360
19.58.2. Chlam.KL.Ur | Xnamuaus, OHK (Chlamydia trachomatis, NMLP) moua, kon. 2 410
09.02.10.12.buosapsb! U.Urealyticum
19.16.2. Ureap.Ur Ypeanna3smsl, HK (Ureaplasma urealyticum, U. parvum, MNMLP c onpegenexHuem Buga Bo3dyautens) 2 320
19.60.2. BiovUrKI Ypeanna3amsl, AHK (Ureaplasma urealyticum, U. parvum, MNMLP c onpegenexHuem Buga Bo3byauTens) 2 350
09.02.10.13.TpenoHema nannuaym
19.50.2. SIPHYLIS-Ur |TpenoHema, AHK (Treponema pallidum, MLP) moya, kau. 2 350
09.02.10.15.BMNY (B1pyc nanunnombl YenoBeKa) COCKOO MOXHO KOXM
19.92.1. HPV 16.18 BMY 16 1 18 Tuna c onpegenenvem reHotuna, MUP OHK (cockob, kay.) 1 329
19.93.1. HPV 16.18 KI |BIMY 16 1 18 Tvna c onpegenexnem reHotuna, MNUP OHK (cockob, kon.) 1 370
19.25. PPV 16 Sc  |BIMNY 16 tuna, MNUP OHK (cockob, kay.) 1 300
19.78. PPV 16.K1.Sc |BIMY 16 tuna, MUP OHK (cockob, kor.) 1 340
19.26. PPV 18 Sc  |BIMY 18 tuna, MNUP OHK (cockob, kay.) 1 310
19.88. PPV 18.Kl.Sc |BIMY 18 Ttuna, MUP OHK (cockob, kor.) 1 350
19.30.1. HPV 26.51 BMY 26 1 51 Tuna c onpegenenvem reHotuna, MNMUP OHK (cockob, kay.) 1 340
19.90.1. HPV 26.51 KI |BIMY 26 n 51 Tvna c onpegenexnem renotuna, MNUP OHK (cockob, kon.) 1 430
19.29.1. HPV 6.11 Sc |BIMY 6 u 11 Tvna c onpeaenennem reHotuna, MNLP OHK (cockob, kau.) 1 330
19.89.1. HPV 6.11 KI |BIMY 6 u 11 Tmna c onpeaenenvem reHotuna, MNMLUP OHK (cockob, kon.) 1 390
19.57. PPVGENO.K |BINMY, 12 tTunos (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 c onpegenenvem reHotuna), MUP AHK 1 1470
19.46. PPVHEMOTI |BIMY, 12 tunos (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 c onpenenexunem reHotuna), MNLUP OHK 1 700
19.161. HPV Abb BMY, 14 Tvnos (16 n 18 c onpenenennem reHotuna; 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 6e3 10 2100
19.227. HPV Ampl BM4, 16 Tunos (6, 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 c onpegeneHnem reHotuna), |2 2200
19.120. PPV6-82GEN|BIMY, 21 tun (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 c 3 2760
19.27. PPV 16-59 |BINY, 5 Tunos (16, 31, 35, 39, 59 6e3 onpepeneHus reHotuna), MUP OHK (cockob, kay.) 2 600
19.28. PPV 18-67 |BIY, 6 Tunos (18, 33, 45, 52, 58, 67 6e3 onpenenexusi reHoTtuna), MLP OHK (cockob, kau.) 2 650
09.02.11.MccnepgoBaHne MUKPOMopbl yporeHMTanbHoro Tpakra
28.118.2. Androflor.sp |AHgpodnop (ViccnegoBaHre MUKpOdiopbl yporeHMTanbHOro TpakTa y My>XYuH), asKynat 3 2520
28.210.2. AndroSkr.sp |Axgpodnop CkpuH (MiccnegoBaHve MUKPOMIOPbl YPOreHUTanbHOro Tpakta MyX4uH), 3skynsaT 3 2100
50.2.2087. femoflor_scr |[®emodcnop CkpuH (MccnenoBaHne Mnkpodnopbl yporeHnTanbHoro Tpakta y XeHLwuH, 12 nokasatenen), |3 2200
09.03.CEPONOInA
09.03.01.CKpUHUHF
20.79. HIV AT k BUY 1/2 n AT p24 (CKpUHWHT, Kay.) 1 315
20.22. A-HCV Ienatut C, anti-HCV cymm. (kav) 1 374
20.21. HBsAg IenaTtnt B, HBs Ag (kau) 1 289
20.80. SIPHYL SUM |Cudwmnuc cym. AT (IgG v IgM) (ka4) 1 383
09.03.02.l'enatut A
20.39. A-HAV-IgM  [TenatuT A, anti-HAV IgM (n/kon) 640
20.118. A-HAV- lenatut A, anti-HAV cym. AT (n/kon) 680
09.03.03.l'enatut B
20.32. A-HBe enaTut B, anti-Hbe (n/kon) 1 490
20.33. A-HBs IenaTuT B, anti-HBs (kon) 1 590
20.31. HBe-Ag lenaTtut B, Hbe Ag (kau) 1 500
20.29. A-HBc-IgM  |lenatuT B, anti-HBV cor IgM (n/kon) 1 590
20.30. A-HBc enatuT B, anti-HBV cor cymm. (kay) 1 500
09.03.04.f'enatnut C
20.35. A-HCV-IFA [lenatut C, anti-HCV 1gG aBugHocTb (n/kon) 8 1600
20.34. A-HCV IgM  [T'enaTuT C, anti-HCV IgM (n/kon) 5 420
09.03.05.'enatut D
20.37. Anti-HDV IgM [F'enaTuT D, anti-HDV IgM (kau) 8 700
20.38. Anti-HDV I'enaTut D, anti-HDV cymm. (kay) 8 600
09.03.06.I'enatut E
20.82. A-HEV-IgG [lenatuT E, anti-HEV-IgG (kau) 8 830
20.81. A-HEV-IgM [lenatuT E, anti-HEV-IgM (ka4) 8 830
09.03.07.Cucpunmc
20.26. SIPHYL IFA |Cudwunuc IgG (n/kon) 4 380
20.25. SIPHYL IFA |Cudwunuc IgM (ka4) 4 650
20.24. SIPHYLIS Cudpunmc RPR (n/kon) 1 250
20.23. SIPHYL Cudpunmc TPHA (n/kor) 1 330
20.28. SIPHYL blot |Cudwunuc nmmyHobnot IgG (kay) 3 2000
20.27. SIPHYL blotM|Cudwunuc nmmyHobnot IgM (kau) 3 2000
09.03.08.Xnamuamnos
20.63. A-Chl.pn.IgA [Xnamugusi nHeBMoHMM IgA (n/kor) 3 590
20.61. A-Chl.pn.lgG [Xnamugusi nHeBmoHuu IgG (n/kon) 3 570
20.62. A-Chl.pn.IgM [Xnamunguns nHeBmoHuu IgM (n/kon) 3 570
20.41. A-Ch.trlgG 1 [Xnamugus Tpaxomatuc IgG (n/kon) 1 540
20.42. A-Ch.trigM 1 [Xnamugus tTpaxomatuc IgM (n/kon) 1 540
20.43. A-Ch.trlgA 1 [Xnamugus Tpaxomatuc IgA (n/kor) 1 540
09.03.09.Mukonnasmo3s
20.126. A-Myc.pn-IgA [Mukonnasma nHeBmoHum (M. pneumoniae), aHtutena IgA (n/kon.) 3 560
20.65. A-Myc.pn-IgG [Mukonnasma nHeBmoHun (M. pneumoniae), aHtutena IgG (n/kon.) 3 550
20.66. A-Myc.pn-IgM|Mukonnasma nHeBmoHum (M. pneumoniae), aHtutena IgM (n/kon.) 3 530
20.47. A- Mwukonnasma xomuHuc IgA (n/kor) 3 480
20.46. A-Myc.hlgG 1 [Mukonnasma xomuHuc IgG (n/kon) 3 480
09.03.10.Ypeanna3mo3s
20.45. A-U.ur-IgA  [Ypeannaawa ypeanutukym IgA (n/kon) 3 600
20.44. A-U.ur.-IgG  |Ypeannaawma ypeanutukym IgG (n/kon) 3 640
09.03.11.Tokconnasmos
20.76. Anti- Tokconnasma IgG (kon) 1 420
20.77. Anti-TOXavid | Tokconnasma IgG aBngHocTb (n/kon) 8 1030
20.78. Anti- Tokconnasma IgM (n/kon) 1 560

09.03.12.LinTomeranosupycHas nHpekums




20.58. Anti-CMV-IgG |LUnTomeranosupyc IgG (n/kon) 1 420
20.59. Anti-CMV-av |[LUunTomeranosupyc IgG aBuagHocTb (n/kon) 8 1140
20.60. Anti-CMV-IgM|LunTomeranosupyc IgM (n/kon) 1 530
09.03.13.KpacHyxa
20.15. Anti-RUB-IgG |KpacHyxa IgG (kon) 1 440
20.16. Anti-RUBavid [KpacHyxa IgG aBngHocTb (n/kon) 8 830
20.17. Anti-RUB-IgM[KpacHyxa IgM (n/kon) 1 550
09.03.14.PecnupaTtopHble BUPYCHbIe NHAEKUUn
20.104. Adeno_IgG |AgeHosupyc IgG (n/kon) 8 730
20.125. Adeno_IgM |AgeHosupyc IgM (n/kon) 8 730
20.105. Adeno_IgA  |AgeHoupyc IgA (n/kon) 8 730
20.102. R_syn_IlgG |PecnupaTopHbIi cuHumnTUanbHbIn Bupyc IgG (n/kon) 8 730
20.103. R_syn_IgM  |PecnupaTopHbIii cuHUMTHanbHbIA BUpYyc IgM (n/kon) 8 730
09.03.15.'epnec
20.50. A-HSV-1-1gG |Bupyc npoctoro repneca 1 1gG (n/kon) 1 630
20.51. A-HSV-1-IgM |Bupyc npoctoro repneca 1 IgM (n/kon) 1 600
50.17.2007. |A-HSV1/2- Bupyc npoctoro repneca 1,2 IgG (n/kon) 1 510
50.15.2007. [HSV1/2lgG- |Bupyc npoctoro repneca 1,2 IgG aBugHocTb (n/kon) 8 660
50.16.2007. |A-HSV1/2- Bupyc npoctoro repneca 1,2 IgM (n/kon) 1 540
20.52. A-HSV-2-1gG |Bupyc npoctoro repneca 2 IgG (n/kon) 1 580
20.53. A-HSV1-2-  [Bupyc npoctoro repneca 2 IgG aBugHocTb (n/kon) 8 660
20.54. A-HSV-2-IgM [Bupyc npoctoro repneca 2 IgM (n/kon) 1 560
20.55. A-HSV-6-1gG [Bupyc npoctoro repneca VI tuna IgG (n/kon) 8 640
20.83. A-HSV-8- IgG |Bupyc npoctoro repneca VIl Tuna IgG (n/kon) 8 760
09.03.16.BOB-nHekLmus
20.71.1 VEB IgG Bupyc SnwreitHa-bapp IgG k kancuaHomy Al (ko) 1 720
20.85. VEB Bupyc SnwreitHa-bapp IgG k paHHemy Al™ (n/kor) 3 590
20.69.1 VEB EBNA [Bupyc SnwreitHa-bapp IgG k sgepHomy Al™ (n/kon) 1 560
20.70.1 VEB IgM Bupyc 3nwreitHa-bapp IgM k kancugHomy Al (kon) 1 560
09.03.17.BeTpsaHas ocna
20.56. A-Vari-ZostG |Bupyc Bapuuenna-3octep IgG (n/kon) 4 670
20.57. A-Vari-ZostM |Bupyc Bapuuenna-3octep IgM (n/kon) 4 850
09.03.18.Kopb
20.72. A- Kopb 1gG (kor) 2 680
20.73. A- Kopb IgM (n/kon) 3 680
20.73.1. A- OnpegenexHne paHHUX aHTUTEN K Kopu 3 680
28.799. compl28.799 |CKpUHUHIOBBIA KOMMIEKC Ha KOpb 3 1290
09.03.19.KokntoLu
20.88. A-COCLUSH [Kokntow (Bordetella pertussis), aHtutena IgA (n/kon) 8 800
20.18. A-COCLUSH [Kokntow (Bordetella pertussis), aHtutena IgG (n/kon) 8 800
50.83.1295. |A-COCLUSH |Kokntow (Bordetella pertussis), aHtutena IgM (n/kon) 1 850
09.03.20.MapoTtut
20.74. A-Mumps- MapoTwuT IgG (n/kon) 4 720
20.75. A-Mumps- MapoTut IgM (n/kon) 4 720
09.03.21.Kneweson boppennos
20.10. Borrellios Boppenwvo3s IgG (n/korn) 4 800
20.11. Borrellios M |Boppenuos IgM (n/kon) 3 800
09.03.22.KnewweBon aHLedannt
20.123. A-TBEV-IgG |Bupyc kneweBoro aHuedanuta IgG (kon) 8 540
20.124. A-TBEV-IgM |Bupyc knewieBoro aHuedanuta IgM (n/kor) 8 580
09.03.23.NepcuHnos
20.9. ATYersiniosA [VepcuHnos IgA (n/kon) 8 530
20.8. AT Yersinios |Mepcunnos IgG (n/kon) 8 530
20.95. Yersinia_tub |Wepcunus ncesgotybepkynesa (n/kon) 8 490
20.93. Yersinia O3 |WepcuHus sHTepokonutuka, cepotun O3 (n/kon) 8 490
20.94. Yersinia O9 |WepcuHus sHTepokonutuka, cepotun O9 (n/kon) 8 490
09.03.24.bpyuennes
20.127. Brucella_IgG |Bpyuennes IgG (kay) 2 490
20.128. Brucella_IgM |Bpyuennes IgM (kau) 2 490
09.03.25.Nlenumannos
20.115. Leishmania |Jleviwmanunos IgG (n/kon) 14 1200
09.03.26.N'enbMUHTO3bI
20.6. P1G-IFA |Ackapugos IgG (n/kon) 5 550
20.1. Ds Gelmintov |duddepeHumnansHas guarHocTtvka renbMmnHTo30B IgG (n/kor) 3 800
20.3. OPYSTORC |Onuctopxo3s IgG (n/kon) 3 550
20.2. TOXOCARO |[Tokcokapos IgG (n/kor) 3 487
20.4. TRICHYNEL |Tpuxunennes IgG (n/kor) 3 470
20.5. ECHYNOCO |3xuHokokko3s IgG (n/kon) 3 550
09.03.27.CanbmoHennes
20.67. typh.kach BptoLwHom Tud (kay) 2 580
20.12. A-Sal.typh P |BptowHow Tud (n/kor) 2 590
20.13. A-Salmonella |CanbmoHennes (rp.A, B, C, O, E, cymm., n/kon) 8 540
09.03.28.lUvrennes
20.91. Shigella Z LLurenna 3oHHe (n/kon) 8 490
20.89. Shigella 1-5 |Wwurenna ®nekcHepa 1-5 (n/kon) 8 490
20.90. Shigella 6 LLvrenna ®nekcHepa 6 (n/kon) 8 490
09.03.29.Acneprunnes
20.129. Aspergil_IgG |Acneprunnes IgG (ka4) 8 560




09.03.30.XenukobakTepHasn nHdpekumsa

20.117. coli-helicob  |Onpepenenue antureHa HELICOBACTER PYLORI B kane (M®A) 8 1500
20.14. A-H.pylori G | Xenuko6akTtep nunopu IgG (n/kon) 3 470
20.86. A-H.pylori A |Xenuko6akTtep nunopu IgA (kon) 2 660
20.87. A-H.pylori M  [Xenwuko6akTtep nunopu IgM (kon) 2 690
09.03.31. Bupycel rpunna
20.171. A-Flu-B-IgG  |Bwupyc rpunna tuna B IgG (n/kon) 8 900
20.172. A-Flu-B-IgM  [Bupyc rpunna tuna B IgM (kon) 8 1000
20.169. A-Flu-A-IgG  |Bupyc rpunna tuna A IgG (n/kon) 8 900
20.170. A-Flu-A-IgM  |Bupyc rpunna tuna A IgM (n/kon) 8 900
09.03.32. KopoHasupyc
20.177. Cov_lgG_MD |KopoHaBupyc SARS-CoV-2, aHtutena IgG (Mindray) 1 790
20.165. Cov_G_ARC |KopoHaBupyc SARS-CoV-2, HenTpanuaytowme aHtTutena IgG k RBD gomeHy S-6enka (Architect, Abbott) |1 1290
09.03.33. Apyrue nHdekummn
20.106. Ameba_lgG |Ame6uas IgG (kau) 11 750
50.45.921. A- AT k KopuHobaktepun gndtepum (CKpUHUHT)* 2 950
20.49. A- Kanonpa anb6ukaHc IgG (kav) 5 560
20.7. A-G.lamblia [Msm6nuos (cymm. AT, n/kor) 5 497
50.5.2105. A-Stlb_1gG  [Cton6HaYHbIA aHaTokeuH IgG (kon) 7 1200
20.116. Typh_syp_s/ |CbinHon Tud (n/kon) 8 480
20.48. A-TRYCH Tpuxomonuas IgG (kau) 5 560
09.04 AMATHOCTUKA TYBEPKYJIE3HOW MHOEKLIMA
09.04.01.Mukpockonuyeckune nccnegoBaHus
16.15. M Tub AHanuna MokpoTbl Ha MnkobakTepun Tybepkynesa 1 550
09.04.02.MukpoGurornoruyeckme nccneaoBaHnst
148.0. NM_Tbc&Tbc [Moces Ha Ty6epkynes (Mycobacterium tuberculosis) 45 950
09.04.03.MNuUP-gmarHocTuka
19.32.4. M.Tub.dab Muko6aktepuun, IHK (Mycobacterium tuberculosis complex, MLP) mokpoTa, kau. 1 310
19.32.3. Myc.tub. U Mwukobakrepun, IHK (Mycobacterium tuberculosis complex, MLIP) moua, kau. 1 330
09.04.04.Ceponorusi
20.146. TB_Feron TB-chepoHOBhbIV TECT (onpedeneHne ramMma-nHTepdepoHa Ha aHTureHsl MTB (ESAT-6, CFP-10, TB-7,7) (8 6 020
20.136. T-SPOT [OwnarHocTuka Ty6epkynesHom nHdgpekumm metogom T-SPOT 5 6 643
20.64. A-Myc.tub. Muko6aktepum Ty6epkynesa (cymm. AT, kad) 8 500
10.MMMYHONOI'MYECKUE NCCNEQOBAHUA
10.00.01.OCHOBHbIE€ CKPUHHUHIOBbLIE NaHenu
17.51. CLX l'ymopanbHbIi UMMYHUTET (MMMYHOrNobynuHel IgA, IgM, IgG, IgE, umMpkynupytoLume nMMyHokoMnekebl, |8 2 860
27.960. Imm_stat_ MK|MMyHHbI cTaTyc (CKpUHUHT) (ParoumTapHasi akTMBHOCTb IEMKOLMTOB, KNETOYHbIA UMMYHUTET, 3 6910
17.61. Imm_St_Exp |VIMMyHHbIN CTaTyC paclunMpeHHbIn 14 22 950
_MK
17.50. Fax_Std KneTtouHbin uMmyHuTeT (T-numdoumnTbl, T-xennepsbl, T-UUTOTOKCUYECKUE KNeTKW, IMMYyHOperynsTopHbii |3 4940
10.00.02.[JononHUTENbHBbIE KOMMEKCHI
17.54. FaxCal_act |AktuBmpoBaHHble NuMdounTsl (T-nMMdoUnTbI, T-Xennepsbl, T-LMTOTOKCUYECKNE KNETKH, 3 6 300
17.47. FaxCal IRl  |MMyHOperynsTopHbIi MHOEKC A OLLEHKU UMMYHHOTO cTaTyca 1 3pdeKTMBHOCTM Tepanun 3 2500
17.43. FaxCal_B_pa|/ccneposanne cybnonynaumm B-numcoumntos (CD19+CD5+, CD19+CD5-, CD19+CD5-CD27+) 3 2 300
17.44. FaxCal_TCR |KneTouHble peuentopbl numdonaHon Tkanm ap-T u yo-T:(CD3+aB-TcR+yd-TcR, CD3+yd-TcR+ap-TcR-) |3 2850
17.42. FaxCal_T_pa |OueHka cocTtosiHnsi T-kneTo4yHoro 3seHa MmmyHuteTa: (T-numdgoumntsl (CD3+CD19-), T-xennepsl 3 4 500
17.56. FaxCal_Treg |PaHHsia akTvBaums T-KneTok 1 T-perynstopHbie numdoumnTbl 3 2630
17.53. Cytokines_M |LiuToknHbl (dbakTop Hekpo3a onyxonu, MHTepnenkvH-10, MHTepnenkuH-6). 7 5 800
10.00.03.MHamnBMayanbHble UMMYHOMNOMMYECKNE TECTbI
50.13.2007. [IMMUN IA MMMmyHorno6ynuH IgA 1 270
17.10. IgE_Phd MmmyHorno6bynuH IgE (ImmunoCAP) 4 640
17.2. IgE MmMmyHorno6bynuH IgE obmia 1 440
50.13.1385. [IMMUN IG MmMmyHornobynuH IgG 1 252
50.12.1385. [IMMUN IM MmMmyHorno6ynmH IgM 1 252
17.1. IMMUN MmmyHornobynuhel IgA, IgM, IgG 1 790
17.37. Interleykl WHtepnenkuH 1 6eTa 7 1900
17.40. Interleyk10  |WHTepnenkuH 10 7 1900
17.38. Interleyk6 WHTepneikuH 6 1 1900
17.39. Interleyk8 WHTepneinkuH 8 7 1900
50.10.1385. [C3 KomnoHeHT komnnemeHta: C3 1 370
50.11.1385. [C4 KomnoHeHT komnnemeHTa: C4 1 370
17.5. PR- KoMnoHeHTbI komnniemeHTa C3, C4 1 740
17.57. LTL_idx JevikouutapHo-T-nMMdoUNTapHBIA NHOEKC 3 130
17.58. LI_idx JIMN Kanbd-Kanuda 1 130
17.9. INTERF_ST4 |Onpepenexve nHtepdepoHos ("anbga”, "ramma”, CbIBOPOTOYHbIN, CMOHTaHHBbIN) 14 3180
50.24.2181 |lgG4_P Onpepenexve cogepxanus nogknacca lgG4 8 1800
17.4. CIK Copepxanve LMK IgG, IgM 8 890
17.60. FaxCal_Th |T-xennepbl (CD3+CD4+) 3 1740
17.6. FAG AK L daroumTapHasi akTUBHOCTb NEVKOLIMTOB 1 740
17.41. FNO PHO/TNFa (dakTop Hekpo3a onyxonm) 7 2000
10.00.04.YyBCcTBUTENBHOCTL K NpenapatamM UHTepdepoHa (Ha3HayaTb TONbKO BMECTE C
17.13. Ingaron_ch |FammadpepoH (MHrapoH) 14 700
17.14. Intron_ch WHTpOH 14 700
17.16. Realdir_ch PeanbanpoH 14 700
17.15. Reaferon_ch |PeadepoH (BudepoH) 14 700




10.00.05.4yBCcTBUTENBHOCTL K UHAYKTOPaM MHTepdepoHa (Ha3HavaTb TOMbKO BMECTE C

17.22. Amiksin AMUKCUH 14 700
17.25. Kagocel Karouen 14 700
17.23. Neovir Heosup 14 700
17.24. Cikloferon LinknodgepoH 14 700
10.00.06.4yBCTBUTENBHOCTL K UMMYHOMOZYNSATOPaM (Ha3Ha4YaTb TONIbKO BMECTE C UCCreA. onpeaerneHve
17.27. Galavit [anasut 14 700
17.29. Immunal MmmyHan 14 700
17.36. Imunoriks MmyHopwke 14 800
17.30. Immunofan  [VmyHodaH 14 700
17.32. Likopid TNukonng 14 700
17.33. Polioksidon [MonuokcuaoHui 14 700
17.35. Timogen TumoreH 14 700
11.AYTOMMMYHHAA OUATHOCTUKA
11.00.01.lWLWntoBnaHas xenesa
26.3. A-TSH recept |AT k peuentopam TTI (kon.) 1 1470
26.40. ASA ¢ AT-MAT (aHTUTEna K MMKpocoMarnbHOW dpakumMn TMPOLIMTOB) (Kof.) 5 590
26.1. A-TG AT-TI (kon.) 1 460
26.2. A-TPO AT-TNO (kon.) 1 430
11.00.02.Mogxenyno4vHas xenesa
26.94. A-GADL_P |AuTtuTena k GAD (rnytamaTaekap6okcunase), IgG B nvksope (kon.) 8 1800
26.30. AT-GAD AnTuTena k GAD, IgG B kpoBwu (kon.) 8 1700
26.183. A-ICA_P AHTUTENa K OCTPOBKOBbLIM KneTkam nomxenyaoyHoi xenesbl (ICA) metogom HPA® (n/kon.) 8 1700
26.82. A-IA2_P AHTUTEna K TMpo3uH cocdatase (IA-2) 8 1640
26.29. Anti-B cells  |AT k 6eTa-kneTkam nogxenyao4Homn xenesbl (Kon.) 8 1610
26.28. A-INSULIN  |AT Kk nHcynuHy (kon.) 2 1050
26.176. A-GAD_P AT K OCHOBHBIM @aHTUreHam OCTPOBKOBbIX KreTok (GAD/IA-2) 8 1700
26.201. A-EPZ_P AT K 9K30KPVHHOW YacTn NOXeNyAOYHOW xenesbl (n/kon.) 8 1260
11.00.03.Cepaue
26.161. A-Mio_P AHTUTENa K Mrokapay c onpegerneHvem Tuna cBeyeHns 8 1000
11.00.04.TpombGouuTOoNEeHNs
26.162. A-tromb_P AHTUTEna k TpomboumTam, metog HPND 8 2 400
11.00.05.AHTMdOCHONMNNAHBIN CUHOPOM
50.21.2181  |A-Annexin_G |AHTuTena k aHHekcuHy V IgG 8 1200
50.20.2181 [A-Annexin_M |AHTuUTena k aHHekcuHy V IgM 8 1200
26.77. A-CardGM_P |AHTuTENa K KapavonunuHy knaccos IgG n IgM 8 1990
26.6. AT-cardiolip |AT k kapavnonunuHy (ckpuH. IgG, IgM, IgA) 2 1200
50.1.2202. A-CardA_P |AT k kapavnonununy IgA (ko) 8 940
26.8. A-Prothromb |AT k npoTpom6uHy (ckpuH. IgG, IgM, IgA) 2 1300
26.5. A-PhLipSCR |AT k docdonunugam IgG (kon.) 2 750
26.4. A-PhLipSCR [AT k cpocchonunmaam IgM (kon.) 2 750
50.4.1289. RS-PTscr_P |AT k ®C-npotpombuHosomy komnnekcy (PS-PT), IgA, IgM, IgG (cymm.) 8 1400
26.334. ANA-PROTIA|AyToummyHHas naHens PROTIA ANA Profile (18 aHTUHykneapHbIX aHTUTen) 4 8 500
11.00.06.AyTOMMMYHHbIN renaTtuT
26.163. A-LKM1_P  |AHTUTERna k MMKpocoMam neyeHu-noyku (LKM-1) metogom HPU® Ha TpoliHom cybcTpaTe 8 1300
50.4.1385. Anti-LC-1 AHTUTENa K UMTOMMa3MaTU4eCckoMy aHTUreHy nevyeHn 8 1620
26.127. Gepablot_P |AT k aHTUreHam ayToumMMyHHbIX 3a6onesaHuin neveHn (PDC-AMA-M2, M2-3E, SLA/LP, LC-1, LKM-1, Sp- |8 3400
26.184. AT- AT k acnanornvkonpoTenHoBomy peuentopy (aHTU-ASGPR) 8 1650
20.167. ASMA_P AT k rnagkon myckynaTtype (ASMA) (n/kon.) 8 1400
11.00.07.Uennakusa
26.172. AEA_P AHTUTENa k aHgomu3aunto, IgA metogom HPND 8 1600
26.26. A-gliadigA AT k rnvaguHy IgA (kon.) 2 1070
26.27. A-gliadlgG AT k rnnaguHy IgG (kon.) 2 970
26.196. A-GlialgA_P. |AT k gesamupmpoBaHHbIM nenTuaam rmmaguHa IgA 8 830
26.197. A-GlialgG_P |AT k aesamuampoBaHHbIM nenTuaam rmuagauHa IgG 8 870
50.25.2181. |A-TG IgA_P |AT k TkaHeBoW TpaHcrnytamvHase, IgA (kon.) 8 1150
50.26.2181. |A-TG IgG_P |AT k TkaHeBoW TpaHcriyTamuHase, IgG (n/kon.) 8 1100
26.165. A-EMA_P AT k aHgomumauio IgA 1 IgG (EMA) (n/kon.) 8 1340
11.00.08.CuctemHasi kKpacHas BonyaHka
26.11. a-dsDNA AT k gycnupansHon [HK (kon. IgG) 2 1050
26.200. a-dsDNA_P |AT k asycnupanbHor [IHK Ha Crithidia lucilia, noaTBepxaeHvne HPU® (n/kor.) 8 1250
26.205. A_LYMPH_P |AT k numcoumtam (n/kon.) 8 1650
26.10. a-ssDNA AT k ogHocnnpanbsHon AHK (kon. 1gG) 2 1100
26.12. A-ENA SCR |AT k akcTparmpoBaHHbIM saepHbiM AlT (n/kon.) 2 1200
11.00.09.CuctemHas cknepogepmus
26.21. A-CentomerB |AHTnueHTpomepHblie AT (kon. IgG) 2 1450
26.18. A-Scl-70 AT k aHTureny Scl-70 (kon. I1gG) 2 1450
26.20. A-Nukltosom |AT k Hykneocomam (kon. IgG) 2 1200
26.19. A-Jo-1 AT k uutonnasmatuyeckomy Al Jo-1 (kon. IgG) 2 1200
11.00.10.AyToMmMMyHHbIe 3aboneBaHust XKKT
26.9. ANA AHTWHYKNeapHble aHTuUTena, IgG (n/kon.) 2 1080
50.13.2181 ANF-HEp2_P |AHTUHYKNeapHbIn dhakTop Ha kneToyHon nuHnm HEp-2 ¢ onpegeneHnem 6 TNOB CBeYeHUS 7 1250
50.4.2215. A-SCA_P AT k Saccharomyces cerevisiae (ASCA) IgA 8 1200
26.182. A-SCG_P AT k Saccharomyces cerevisiae (ASCA) IgG 8 1200
26.203. GP2_MG_P |AT k antureHy GP2, IgG v IgA (npn 6onesnn Kpona) (kon.) 8 2000
26.202. AGCA_P AT k 60kanoBUAHBIM KNeTkam KulueYvHuka (n/kon) 8 1210
26.23. A-Int Factor |AT k BHyTpeHHeMy dakTopy (Kor.) 2 1250
26.22. AMA AT k mutoxoHapusm (kon. I1gG) 2 1520
26.25. A-Parietalz  |AT k napneTtanbHbiM knetkam (kon. 1gG) 2 1350
50.2.2215. A-NukIBlotP  [MIMMyHOGNOT aHTUHYKNeapHbIx aHTuTen (aHTureHsl Sm, RNP/Sm, SS-A (60 k[la/52 kfla), SS-B, Scl-70, |8 3600
26.44. CALPRO KanbnpoTekTuH B kane 5 1900




11.00.11.JlekapcTBEHHAsi BO/YaHKa

26.13. A-Histon AT k ructoHam (kon. IgG) 2 1400
11.00.12.Mapkepbl ayTOUMMYHHbIX 3aboneBaHuiA, accouumpoBaHHbix ¢ CKB
26.7. A-B-2Glykopr |AT k 6eTa-2-rnukonpoTtenHy (ckpuH. IgG, IgM, IgA) 2 1100
26.14. A-SS-A-RO  |AT k untonnaamatuyeckomy Al SS-A (RO) (kon. I1gG) 2 1420
26.15. A-SS-B-La  |AT k uutonnaamatuyeckomy Al SS-B (La) (kon. IgG) 2 1420
26.16. A-Sm AT k akcTparupyemomy sagepHomy AlC Sm (kon. IgG) 2 1420
26.17. A-RNP-Sm  |AT k akctparnpyembiM sigepHbim AT RNP\Sm (kon. 1gG) 2 1100
11.00.13.AyTOMMMYHHbIE 3aboneBaHuUsi MoYek
26.170. PLA2 R_P AHTUTEna Kk pevuenTtopy docdonunnasbl A2 (MemMBpaHO3HbIN riomMepynonodpuT) 8 2700
26.24. A-GBM AT k 6asanbHoi MeMbpaHe rrnomepynsipHoro annapata (kon. IgG) 2 1500
50.23.2181 ClgFakt_P |AT k C1q dakTopy komnnemeHTa 8 1200
26.198. StCAbA_P  |AT k cTepovanpoayumpytowmm knetkam Hagnodeynuka (ACIIK) (n/kon.) 8 1200
11.00.14.MonoBas cchepa
26.171. AT-HGC AnTuTena k XrY IgG, IgM (n/kon.) 8 1050
26.195. StCAbT_P AT Kk cTepona-npogyumpyrowmnm knetkam audka (ACKI-Testis) 8 1300
50.27.2181 StCAbO_P  |AT k cTepona-npoayumpyowmnm knetkam sanyHmka (ACKI-Ovary) 8 1400
11.00.15.CucteMHble BacKynuThbl
50.51.2181 [ANCA_6 AHTUHeNTpodunbHbIE UMTONNasmaTnyeckve aHtutena, IgG (ANCA), Combi 6 8 2970
50.22.2181 |A-HUVEC AT k kneTkam cocyamuctoro aHgotenus (HUVEC) 8 1650
26.191. a-MPO_P AT k muenonepokcugase (aHTn—MIO) 8 1200
26.192. a-PR3_P AT k npotenHase-3 (aHTu-rNP-3) 8 1200
26.33. ANCA AT k uutonnasme Hentpodunos (AHLA) (n/kon. IgG) 7 1480
26.174. ANCA IgA_P |AT k umtonnasme HenTpocunos (AHLIA) IgA 8 1100
26.175. ANCA IgG_P |AT k umtonnasme HenTpocunos (LAHLIA/NAHLIA) IgG meTogom HPUD 8 1650
26.204. Ferrgl_P 'nMnKo3nMnupoBaHHbI epPUTHH (AMarHoCcTUka CMHAPOMa MakpodaranbHoON akTusaLmm) 8 1650
11.00.16.PeBmatonaHbin apTpuT
26.34. Anti-MCV AHTU-MCV (AHTUTENA K LUTPYNIIMHUPOBAHHOMY BUMEHTUHY) (kon. IgG) 2 1430
26.160. A-Kerat_P AHTMKEpPATMHOBbIE aHTUTENA 8 1500
26.81. APNF_P AHTUNEpUHYKNeapHbIA dakTop 8 1150
26.35. A-CCP AnTuTena CCP (AHTUTENa K LMKMMYECKOMY LMTPYNNMH CoaepKallemy nentmay) (kon.) 2 1200
26.206. AT-Sa_P AT k Sa-aHTureHy 8 1650
26.207. RF IgA_P AT peBmartoungHoro gakrtopa, IgA 8 1270
26.115. Kristall_P Kpuctannbl CMHOBUanbHOM XXWAKOCTH 2 1300
26.114. COMP_P OnuromepHbI MaTpuKcHbIN 6enok xpswa (COMP) (anarHoctuka octeoapTposa) 8 2740
11.00.17.3aboneBaHunst KOXun
26.177. A-BMK_P AT k 6asanbHoi MmembpaHe Koxu metTofom HPND 8 1840
26.180. A-BR 180_P |AT k 6enky BP 180 8 2100
26.181. A-BR 230_P |AT k 6enky BP 230 8 2100
26.178. A-Dmg 1_P |AT k aecmorneuny 1 8 2100
26.179. A-Dmg 3_P |AT k gecmorneunHy 3 8 2100
26.173. A-Desmos_P |AT k gecmocomam Koxu metogom HPAN® 8 2100
11.00.18.Capkongo3s
26.166. ACE akt_P  |AKTMBHOCTb aHrMOTEH3MH-NpeBpaLlatoLLero epMeHTa (guarHocTmka capkonaosa) 4 2 300
11.00.19.HeBponornyeckve ayToumMMyHHble 3aboneBaHus
26.214. A-NMDAL_P |Antntena k NMDA peuenTtopy B NMKBOpe (ayTOMMMYHHbIV 3HLedanur) 8 5650
26.168. A-ACHR_P |AHTuTena k auetunxonuHoomy peuentopy (AxP) 8 5300
26.169. ASM_P AHTUTEna K ckeneTHbIM Mbiwuam (ACM) 8 1190
26.210. K_chan_P AT k kanvesbiM kaHanam (LGI1 n CASPR2) (n/kon.) 8 6 350
26.208. AT-MUSK_P |AT k MUSK peuentopy 8 5300
26.188. A-NMDA_P |AT k NMDA rniotamaTHOMy peLenTtopy 8 4 250
26.2009. A-Mielin_P  |AT k aHTUreHam MmenmHa MeTOAOM HeNpsMon MMMyHodopecLeHumn (n/kon.) 8 1570
26.167. NMO IgG_P |Onpepenexue aksanopuHa - 4 (NMO) knacca IgG 8 2 850
26.212. A-NeiroL_P |OnpepeneHnve aHTuHeipoHanbHbIX aHTMTen metogom HPV® B nukBope (C onpeaeneHvem tuna 8 5540
26.213. A-NeiroBI_P |OnpepeneHve aHTuHeipoHanbHbIX aHTuTen metogoM HPM® B cbiBOpOTKe (C onpeaeneHem Tuna 8 5650
11.00.20.Cuctema komnnemeHTa
26.118. ClqlgG_P |lgG-ummyHHble komnnekcol (MeTof ceasbiBaHus ¢ C1q (C1qg-1gG) 8 1320
26.121. Clqg_CH- AyTOMMMYyHHas MMMyHOKoMMekcHas natonorus (komnnemeHT CH-50 n C1Q-1gG-MK) 8 2300
50_P
26.120. C1INH_P MHrmbutop C1INH (amarHocTtuka KpanuBHULbI Y @HTMOHEBPOTUYECKOTO OTEKa) 8 2140
26.119. CH-50_P Obwas remonutuyeckasi cnocobHocTb ceiBopoTku (CH-50) 8 1530
26.122. C1INH con_P|MNpsimoe konuyecTtBeHHoe nameperne C1INH 8 5540
11.00.21.KomnnekcHas AnarHoCTMKa ayTOMMMYHHbIX U CUCTEMHBIX 3aboneBaHunii
26.187. ANeirBlot_P |AHTuHelipoHanbHble aHTuTena (AHTn-Yo1, Hu, Ri, PNMA2 (Ma2/Ta), CV2, AmdurdunanH), agnarHoctmka 8 5340
napaHeonnacTn4yeckunx aHuedanmTos
26.66. A-Neitrof P |AHTMHeNTpodunbHbIE aHTUTENa 8 4040




26.111. ScBIotANF_P |AHTuHyKneapHble aHTuTena npu cknepogepmum (Scl-70, CENP A, CENP B, RP 11, RP 155, 8 3830
dpubpunnapuH, NOR 90, Th/To, PM-Sc 100, PM-Scl 75, Ku, PDGR, Ro-52) n
26.52. Nukl_NcX_P |AHTuTena k ocHoBHbIM aHTureHam CKB (aHtutena k acHK n Hykneocomam) 8 2500
26.112. PHOS_blot_ |AHTudochonunuaHble aHtutena (AT 6eta-2-rnmkonpoTtenHy IgM, IgG, aHHekcuHy V IgM, IgG, 8 5070
P npoTtpoM6uHy IgM, IgG, KI,®C, ®X, dU, ®K, CP), ummyHoGnoT
26.76. AT-PHOS_P |AHTudocdonunuaHsie aHtutena (AT k kapavonunugam IgM v IgG, aHHekcuHy V (A5) IgM n IgG, 6eTa-2- |8 5140
rnvkonpoTewnHy IgA, IgM, IgG, ®C-npoTpoMBUHOBOMY KOMMIEKCY
26.186. Mioz.Blot_P |AT npu nonumunosute: AT k Mi-2, Ku, PM-Scl100, PM-Scl75, SRP, aHTucuHTeTasHble aHtutena (Jo-1, PL- (8 4040
7, PL-12, EJ, OJ) n aHtuTena k Ro-52
26.63. A-Ret.sum_P [BbisiBneHve aHTUTEN K peTUKYNMHY knaccos IgG u IgA 8 1950
26.60. NEFRO_P [OunarHocTrka ayTonmmyHHoro nopaxenusi novek (AHLUA, BMK, AH®) 8 3000
26.71. ANCA_GBM_ |OnarHocTuka 6eicTponporpeccupytoLlero rnomepynoHedputa (AHUA n avtutena k BMK) 8 3090
26.79. AMA_MIO_P |OnarHocTuka BocnanutenbHbIx Muokapavonatuii (Mio n AMA) 8 2690
26.185. GanglioBI_P |OnarHoctuka BocnanutenbHbIX nonvHeBputoB (AT k raHrnmosungam GM1,GM2, GM3, GM4, GD1a, GD1b, |8 4 500
GD2, GD3, GT1a, GT1b, GQ1b, cynbdatuay) lgG/IgM
26.74. ANF_Card_P |OnarHocTuka BTopu4Horo aHtudocgonunuaHoro cuHgpoma (AKIT n AH®) 8 3040
26.54. ANF_ANCA_ |OnarHocTuka rpaHynematosHbix BackynutoB (AH® n AHLIA) 8 2630
P
26.58. DERMATOZ_|AnarHocTrka ny3blpHbIX 4epMaTo30B (ayToaHTUTENA K aHTUreHam KOXM) 8 3640
P
26.68. ANCA_SCA_ |OnddepeHumanbHas gnarHoctuka 6onesnn KpoHa u sisseHHoro konuta (AHUA IgG n ASCA IgA) 8 2500
26.190. ScleroBlotP  |IMmyHOBROT aHTUHYKNEeapHbIx aHTuTen npu cknepogepmuu (Scl-70, CENP A,CENP B, RP 11, RP 155, |8 4040
26.53. Kish Exp_P |KombBuHupoBaHHoe obcrnenoBaHue npu BocnanuTenbHbix 3aboneBaHusix kuwevHuka (AHLA IgG/IgA, 8 4640
ASCA (IgG/IgA), AT k npotokam pancreas, AT k 60kanoBUAHbIM KneTka
26.55. SKLEROZ_P |KoMnnekcHbIN TeCcT AMarHOCTUKN pacCcesiHHOro ckrneposa (0NMroknoHanbHbIv IgG 1 cBoboaHble nerkue 8 4 500
Leny MMMYHOTNoOYNHOB B NTMKBOPE)
26.67. ANF_NcX_P |O6cnepoBaHue npy BONYaHOYHOM HedpuTe 8 2100
26.78. ANF_NcX_C |O6cneposanue npu CKB (AH®, acHK n AKIT) 8 3600
26.56. CeliaExp_P |MonHoe ceponoruyeckoe obcnepoBaHue npu uenuakum (ASA, TTI, APA, AT'A) 8 5 000
26.62. AT- PasBepHyTas gnarHoctuka aHTudocdonunugHoro cuHapoma (AH®, aHtutena k kapavonunudy IgG/igM, |8 3400
26.61. Liver_Exp Pa3BepHyTas ceponornsi ayToMMyHHbIX 3a6oneBaHuii neyeHm 8 6 540
26.72. POLINEV_P |Pa3BepHyTOoe obcrnenoBaHve npu NonnHeBpuTax (CKpMHUHE napanpoTtenHa, AH®, AHLIA, ENA, aHTu- 8 5200
26.75. MIOZIT_P PasBepHyToe ceponornyeckoe obcnefosaHue npu nonummosnte ¢ kommeHTapuem (AH®, ENA, antu-Mi- |8 5250
26.73. FreeUr_P CBobogaHble nerkve kanna v nsmbaa uenv uMMyHornobynvHoB (pasoBasi Moya) 8 1460
26.73.1. FreeUrS_P |CsobopaHble nerkue kanna v namMéaa Lenn MMMyHornobynmnHoB (CyToyHas moya) 8 1460
26.59. FreeBI_P CBobogHble nerkue kanna/nsmoéaa Lenv MMMyHOrnobynmnHOB B CbIBOPOTKE KPOBU 8 2 370
26.65. FreeLikv_P |CsobopgHble nerkue nambaa/kanna uenu UMMyHOrno6ynnHoB B LiepebpocnmHanbHOM XUAKoCTH 8 1750
26.64. GepaScr_P  |CKpyHUHT ayTOMMMYHHOro nopaxenus nedenn (AH®, AMA, ATMA, LKM, AMKX) 8 3840
26.70. ANF_ENA_P |CkpuHuHr 6onesHen coeamHutenbHon TkaHn (AH® n ENA-cKpuH) 8 2350
11.14. BensJons-UR|CkpuHuHr M-I'pagnenTa (6enka beHc-[xoHca) (pasoBasi Moya) 8 2100
11.14.1. BensJons- CkpuHuHr M-IpagnenrTa (6enka beHc-[xoHca) (cyTouHas moya) 8 2130
50.19.2181 Parascr_P CKPUWHUWHI napanpoTenHeMuUii B CbIBOPOTKE KPOBU C NMOMOLLbI0 MMMYHOMKCaLmnm 8 1850
26.57. CeliaScr_P  |CkpuHuHr uenuakum (AAT IgG n TTI2 IgA) 8 2400
26.80. BENSJONS- |TunupoBaHue M-rpagneHTa (6enka beHc-[xoHca) (pa3oBas moya) 8 3600
26.80.1. BENSJON- |TunupoBaHnue M-rpagveHTa (6enka bBeHc-[xoHca) (cyTovHas moya) 8 3600
50.28.2181 Paratip_P TunupoBaHne napanpoTenHa B CbIBOPOTKE KPOBU C MOMOLLbIO UMMYyHOMKCaLmMm 8 4090
26.69. Celia_P YTouHeHve anarHosa uenuakum (ADA n TTI) 8 3200
26.51. ProtUr FR_P |9nekTpodope3 6enkoB Mo4u € onpefeneHvem Tmna npoTenHypum (pasoBas Moya) 14 1690
26.51.1. ProtUrS_P OnekTpodopes 6enkoB MoYM € onpeAeneHMem Trna NpoTeNHypun (CyTouHast Moya) 8 1690
11.00.22. 3JIU-TecT
26.303. ELI_ANCOR |3JIM-AHkop-TecT-12 (CoCTOSHNE cepaeyHO-COCYANCTON cucTembl, 12 aHTUreHoB) 14 4 300
50.11.2215. |ELI_AFS_HG |3NMN-A®C-XI'Y TecT (aHTndochonunuaHbii cuHapom, aHtu-X'Y cuHapom, 6 aHTUreHoB) 17 3200
50.12.2215. |ELI_B_test |3J1IN-B-6-TecT (0bLiee COCTOAHNE UMMYHHOW CUCTEMBI, MOATOTOBKA K BaKLMHaLMKN, 6 aHTUreHOB) 14 3290
26.300. ELI_VISC_24|3J11-Bucuepo-TecT-24 (nonHas naHernb, 24 aHTUreHa) 14 8190
26.301. ELI_DIA_Tes |3JI-[na-TecT (cocTosiHME NOMKENY[0YHO Xenesbl, PUCK pasBUTUA caxapHoro gvabeTta, 8 aHTureHos) (14 3890
26.302. ELI_GKT_12 |3JIN-XKKT-TecT-12 (COCTOSHNE OpraHoB CUCTEMbI NULLEBapeHns, 12 aHTUreHoB) 14 3890
26.304. ELI_N_TEST |3JIN-H-TecT-12 (cocTosiHMe HepBHOWN cucTeMbl, 12 aHTUreHoB) 14 4590
26.306. ELI_P_12 3JIN-N-Komnnekc-12 (penpoaykTMBHOE 300POBbE XEHLLUMH, 12 aHTUreHoB) 14 4 490
12. ANATHOCTUKA ANNEPT A
12.01.TEXHOJOIM'MA IMMUNOCAP
12.01.01.1 3TAI MNepBuYHbIe TeCTbl Ha ANNepruio (CKPUHWHI)
41.515. ISAC Anneprouvn ImmunoCAP ISAC (112 anneprokoMnoHeHToB) (BeHO3Hasi KPOBb) 5 26 900
41.953. ISAC_IgE_M |WcTuHHas anneprus: anneproymn ISAC (112 anneprokoMnoHeHTOB) 1 MMMyHornobynuH Ige 5 24770
40.7. EX71E Cwmecb annepreHoB B nepbsAx NTuL (rycs, Kypuvupl, yTku, nHaenkn), IgE, obwwmin pesynetar (EX71, 4 1240
40.8. EX71G Cwmecb annepreHoB B nepbsx NTu (rycs, Kypuvupl, yTk1, uHaevikn), IgG, obwwmin pedynestat (EX71, 4 1290
40.10. FX5G Cwmecb annepreHoB NuLLM (AWYHbIN 6GENoK, MONOKO KOPOBbE, TPECKa, NeHNYHas Myka, apaxuc, cos) IgG |4 1490
40.2. FX5 CwmMecb annepreHoB MULLIM (ANYHBIA 6enok, MONoKo, Tpecka, nueHunua, apaxuc, cos) Ige (FX5, 4 1490
40.5. Mx1 Cwmecb annepreHos nnecexu (Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus, 4 1490
40.6. MX1G Cwmecb annepreHos nnecexu (Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus, 4 1490
40.3. hx2 Cwmecb 6bITOBbIX annepreHoB (AomalwHaAs neink Hollister-Stier Labs, kneww D. pteronyssinus u D. farinae, |4 1490
40.11. HX2G Cwmecb 6bITOBbIX annepreHoB (AomalwHAs nbink Hollister-Stier Labs, kneww D. pteronyssinus u D. farinae, |4 1490
40.39. FX20 Cwmecb 3rakoBbIx annepreHos (MweHnua, poxb, S4MeHb, puc), IgE, obwwmn pesynetar (FX20, 4 1490
40.40. FX20G Cwmecb 3rakoBbIx annepreHos (MweHnua, poxb, S4MeHb, puc), IgG, obwwuii pesynbtat (FX20, 4 1490
40.15. FX2 Cwmecb MopenpoayKToB-annepreHoB (Tpecka, KpeBeTka, CMHAS Muavs, TyHel, nococs), IgE, obwmn 4 1460
40.16. FX2G Cwmecb MopenpoayKToB-annepreHoB (Tpecka, KpeBeTka, CUHAS Muans, TyHel, nocock), IgG, obwmn 4 1460
40.57. FX73 Cmecb MSICHbIX NPOAYKTOB: CBUHUHA, roBsavHa, kypuua IgE (FX73, ImmunoCAP) 4 1490
40.58. FX73G Cmecb MSICHbIX NPOAYKTOB: CBUHUHA, roBsanHa, kypuua IgG (FX73, ImmunoCAP) 4 1490
40.31. FX14 Cwmecb nuweBbix npoaykTos Ne6: nommnaop, WnuHaT, kanycTa, kpacHeii nepey, IgE (FX14, ImmunoCAP) |4 1490
40.32. FX14G Cwmecb nuweBbix npoaykTos Ne6: nommnaop, WnuHaT, kanycTa, kpacHei nepey, IgG (FX14, ImmunoCAP) |4 1490
40.35. FX17 Cwmecb cpykToBas Ne2: abnoko, 6aHaH, rpywa, nepcuk IgE (FX17, ImmunoCAP) 4 1490




40.36. FX17G Cwmecb cpykToBas Ne2: abnoko, 6aHaH, rpywa, nepcuk IgG (FX17, ImmunoCAP) 4 1490
40.33. FX15 Cwmecb (hpyKTOBbIX annepreHoB (anenbcuH, S6noko, 6aHaH, nepcuk), IgE, o6wmin pesynstaTt (FX15, 4 1490
40.34. FX15G Cwmecb (hpyKTOBbIX annepreHoB (anenbcuH, ssénoko, 6aHaH, nepcuk), IgG, obwuii pesynbtat (FX15, 4 1490
40.65. Tryptase Tpuntasa (ImmunoCAP) 5 3300
40.63.1. PHAD_cap |®agnaTon (ImmunoCAP) 7 2390
40.63. PHADIOTOP |®agunaton (ImmunoCAP) 7 2390
40.64.1. PHAD_CHD_ |®agnaTon getckuii (ImmunoCAP) 4 2 390
40.64. PHADIOT_C |®agnaTon getckuii (ImmunoCAP) 4 2 390
12.01.02.2 3TAI BeisiBNneHne nHaMBMAyanbHOro annepreHa
41.48. M6_Phd Alternaria alternata IgE (M6, ImmunoCAP) 4 900
41.63. M6G_Phd Alternaria alternata 1I9G (M6, ImmunoCAP) 4 900
41.19. M228 Aspergillus flavus IgE (M228, ImmunoCAP) 4 1100
41.20. M228G Aspergillus flavus 1gG (M228, InmunoCAP) 4 900
41.7. M3_Phd Aspergillus fumigatus IgE (M3, InmunoCAP) 4 900
41.8. M3G_Phd Aspergillus fumigatus IgG (M3, ImnmunoCAP) 7 900
41.17. M207_Phd  |Aspergillus niger IgE (M207, InmunoCAP) 4 1200
41.18. M207G_Phd |Aspergillus niger IgG (M207, ImmunoCAP) 4 1200
40.324. M7_Phd Botrytis cinerea IgE (M7, ImnmunoCAP) 4 900
41.904. M7G_Phd Botrytis cinerea IgG (M7, ImmunoCAP) 4 900
41.11. M5_Phd Candida albicans IgE (M5, ImmunoCAP) 4 900
41.12. M5G_Phd Candida albicans 19G (M5, ImmunoCAP) 4 900
41.5. M2_Phd Cladosporium herbarum IgE (M2, ImmunoCAP) 4 900
41.6. M2G_Phd Cladosporium herbarum IgG (M2, ImmunoCAP) 4 900
41.2. M8G Helminthosporium halodes IgG (M8, ImmunoCAP) 4 900
41.1. M8 Helmintosporium halodes IgE (M8, ImmunoCAP) 4 900
41.9. M4_Phd Mucor racemosus IgE (M4, ImmunoCAP) 4 900
41.10. M4G_Phd Mucor racemosus IgG (M4, ImmunoCAP) 4 900
41.3. M1_Phd Penicillium notatum IgE (M1, ImnmunoCAP) 4 900
41.4. M1G_Phd Penicillium notatum IgG (M1, ImmunoCAP) 4 900
41.15. M70_Phd Pityrosporum orbiculare IgE (M70, ImmunoCAP) 4 900
41.16. M70G_Phd |Pityrosporum orbiculare IgG (M70, ImmunoCAP) 4 900
41.13. M11_Phd Rhizopus nigricans IgE (M11, ImmunoCAP) 4 900
41.14. M11G_Phd [|Rhizopus nigricans IgG (M11, ImmunoCAP) 4 900
41.173. F237 Abpukoc IgE (F237, ImmunoCAP) 4 900
41.174. F237G Abpukoc IgG (F237, ImmunoCAP) 4 900
40.356. comp40.356_|Anneprust Ha KOMMNOHEHTLI BakuuH (Immunocap) 4 6 700
40.199. comp40.199_|Anneprus Ha npoaykTbl € rnoTeHoM (Immunocap) 4 4 660
41.473. W1_Phd AmbBpo3us Beicokas IgE (W1, ImmunoCAP) 4 900
41.474. W1G_Phd AmbBpo3us Beicokas IgG (W1, ImmunoCAP) 4 900
41.183. F33_Phd AnenbcuH IgE (F33, ImmunoCAP) 4 900
41.184. F33G_Phd |AnenbcuH IgG (F33, ImmunoCAP) 4 900
41.283. F13_Phd Apaxuc IgE (F13, ImmunoCAP) 4 900
41.284. F13G_Phd |Apaxuc IgG (F13, ImmunoCAP) 4 900
41.181. F329 Apby3 IgE (F329, ImmunoCAP) 4 1200
41.182. F329G Apby3 IgG (F329, ImmunoCAP) 4 1200
40.343. comp40.343_|Actma u puHuT y Bapochbix (ImmunoCAP) 4 7 500
40.197. comp40.197_|Act™a v punuT y getert (ImmunoCAP) 4 7 500
40.350. comp40.350_ |Bba3sosebiin komnnekc ansa B3pocnbix IgE (ImmunoCAP) 4 8200
40.352. comp40.352_|ba3sosebiin komnnekc ans geten IgE (ImmunoCAP) 4 12 000
41.185. F92_Phd BanaH IgE (F92, ImmunoCAP) 4 1200
41.186. F92G_Phd |banaH IgG (F92, ImmunoCAP) 4 1200
41.87. F1_Phd Benok sanyHbin IgE (F1, ImmunoCAP) 4 900
41.88. F1G_Phd Benok anyHbin IgG (F1, ImmunoCAP) 4 900
41.443. T3_Phd Bepesa IgE (T3, InmunoCAP) 4 900
41.444, T3G_Phd Bepesa IgG (T3, ImmunoCAP) 4 900
41.103. F14 Phd Bo6bl coeble IgE (F14, ImmunoCAP) 4 900
41.104. F14G_Phd |Bobkl coeBble IgG (F14, ImmunoCAP) 4 900
41.243. F260 Bpokkonu IgE (F260, ImmunoCAP) 4 1200
41.244. F260G Bpokkonu IgG (F260, ImmunoCAP) 4 1200
40.337. comp40.337_|BbiToBble anneprexs! IgE (ImmunoCAP) 4 3990
41.189. F259_Phd BuHorpap IgE (F259, ImmunoCAP) 4 1200
41.190. F259G_Phd |BuHorpag IgG (F259, ImmunoCAP) 4 1200
41.187. F242_Phd Buwng IgE (F242, ImmunoCAP) 4 1200
41.188. F242G_Phd |Buwhs IgG (F242, ImmunoCAP) 4 1200
41.463. T45_Phd Bs3 IgE (T45, ImmunoCAP) 4 1200
41.464. T45G_Phd |Bsi3 IgG (T45, ImmunoCAP) 4 1200
41.105. F79 ImioteH IgE (F79, ImmunoCAP) 4 1200
41.106. F79G mioteH IgG (F79, ImmunoCAP) 7 1200
41.379. F27_Phd loBaguHa IgE (F27, ImmunoCAP) 4 900
40.292. F27G_Phd |lFoesiguHa IgG (F27, ImmunoCAP) 4 900
41.113. F12 lopox IgE (F12, ImmunoCAP) 4 900
41.114. F12G [opox IgG (F12, ImmunoCAP) 4 900
41.199. F209_Phd pevincpyT IgE (F209, ImmunoCAP) 4 1000
41.200. F209G_Phd |Fpenndpyt IgG (F209, ImmunoCAP) 4 1000
41.279. F256_Phd peuknin opex IgE (F256, ImmunoCAP) 4 1190
41.280. F256G_Phd |Ipeukuii opex IgG (F256, ImmunoCAP) 4 1190
40.334. comp40.334_|pnbkoBble anneprenbl (paclumperHas) IgE (ImmunoCAP) 4 8 500
40.332. comp40.332_|pnbkoBbie anneprenbl IgE (ImmunoCAP) 4 6 590
41.191. F94 Ipywa IgE (F94, ImmunoCAP) 4 1000
41.192. F94G Ipywa IgG (F94, ImmunoCAP) 4 1000
41.391. H1_Phd Homawnss neinb (Greer Labs.Inc.) IgE (H1, ImmunoCAP) 4 900
41.905. H1G_Phd Homawnss neinb (Greer Labs.Inc.) IgG (H1, ImmunoCAP) 5 900
41.393. H2_Phd Homawnss neinb (Hollister-Stier Labs.) IgE (H2, ImmunoCAP) 4 900




41.906. H2G_Phd HomalHsas nbinb (Hollister-Stier Labs.) IgG (H2, ImmunoCAP) 4 900
41.295. F45 Opoxokn IgE (F45, ImmunoCAP) 4 900
41.296. F45G Opoxokn 1IgG (F45, ImmunoCAP) 4 900
41.449. T7_Phd [y6 IgE (T7, ImmunoCAP) 4 900
41.450. T7G_Phd Ly6 1gG (T7, ImmunoCAP) 7 900
41.193. F87 Obins IgE (F87, ImmunoCAP) 4 980
41.194, F87G Obits IgG (F87, ImmunoCAP) 4 900
41.383. G3_Phd Exa cbopHas IgE (G3, InmunoCAP) 4 900
41.384. G3G_Phd Exa cbopHas IgG (G3, InmunoCAP) 4 900
41.85. F75_Phd YKentok auyHein IgE (F75, ImmunoCAP) 4 900
41.86. F75G_Phd |Xentok anyHbivi IgG (F75, ImmunoCAP) 4 900
41.451. T12_Phd MBa IgE (T12, ImmunoCAP) 4 900
41.452. T12G_Phd [MBa IgG (T12, InmunoCAP) 4 900
40.323. F78k_Phd KasewH IgE (F78, ImmunoCAP) 4 1100
40.325. F78G_Phd |Ka3seuH IgG (F78, InmunoCAP) 4 1100
41.115. F93 Kakao IgE (F93, ImmunoCAP) 4 980
41.116. F93G Kakao IgG (F93, ImmunoCAP) 4 980
41.151. F258 Kanemap IgE (F258, ImmunoCAP) 4 1100
41.152. F258G Kanemap IgG (F258, ImmunoCAP) 4 1100
41.153. F254 Kamb6ana IgE (F254, ImmunoCAP) 4 1100
41.154. F254G Kamb6ana IgG (F254, ImmunoCAP) 4 1100
41.233. F216_Phd Kanycra IgE (F216, ImnmunoCAP) 4 1100
41.234. F216G_Phd |Kanycta IgG (F216, InmunoCAP) 4 1100
41.261. F35_Phd KapTodens IgE (F35, ImmunoCAP) 4 860
41.262. F35G_Phd |KapTtodens IgG (F35, ImmunoCAP) 4 860
41.201. F84 Kuen IgE (F84, ImmunoCAP) 4 1100
41.202. F84G Kuen IgG (F84, ImmunoCAP) 4 1200
41.439. T1_Phd Knen saicenenuctHein IgE (T1, ImmunoCAP) 4 860
41.440. T1G_Phd KneH sicenenuctHein IgG (T1, ImmunoCAP) 4 860
41.25. D2_Phd Knew gomawuHen neinu Dermatophagoides farinae IgE (D2, ImmunoCAP) 4 860
41.26. D2G_Phd Knew gomawuHen neinn Dermatophagoides farinae IgG (D2, ImmunoCAP) 4 860
41.27. D3_Phd Knew gomawuHen neinn Dermatophagoides microceras IgE (D3, ImmunoCAP) 4 860
41.28. D3G_Phd Knew gomawuHen neinv Dermatophagoides microceras 1gG (D3, ImmunoCAP) 4 860
41.23. D1_Phd Knew gomawwHen neinu Dermatophagoides pteronyssinus IgE (D1, ImmunoCAP) 4 860
40.274. D1G_Phd Knew gomawwHen neinv Dermatophagoides pteronyssinus IgG (D1, ImmunoCAP) 7 860
41.37. D74 Knew gomawuHen neinv Euroglyphus maynei IgE (D74, InmunoCAP) 4 1100
41.38. D74G Knew gomawuHen neinu Euroglyphus maynei IgG (D74, ImmunoCAP) 7 1100
41.77. F300 Kosbe monoko IgE (F300, ImmunoCAP) 4 1100
41.771. F300G Kosbe monoko IgG (F300, ImmunoCAP) 4 1100
41.409. i71 Komap IgE (171, ImmunoCAP) 4 860
41.410. 171G Komap IgG (171, ImmunoCAP) 4 1000
41.465. G11_Phd Koctep IgE (G11, ImmunoCAP) 4 980
41.466. G11G_Phd [Koctep IgG (G11, ImmunoCAP) 4 860
41.289. F221_Phd Kodpe IgE (F221, ImmunoCAP) 4 860
41.290. F221G_Phd |Kodpe IgG (F221, ImmunoCAP) 4 860
41.483. W20_Phd Kpanuea aBynomHas IgE (W20, ImmunoCAP) 4 860
41.484. W20G_Phd |Kpanuea asygomHas IgG (W20, ImmunoCAP) 4 1200
41.207. F322 KpacHas cmopoauHa IgE (F322, ImmunoCAP) 4 1090
41.208. F322G KpacHas cmopoauHa IgG (F322, ImmunoCAP) 4 1200
41.139. F24_Phd KpeseTku IgE (F24, ImmunoCAP) 4 860
41.140. F24G_Phd |KpeBeTku IgG (F24, ImmunoCAP) 4 860
41.109. F8 Kykypysa IgE (F8, ImmunoCAP) 4 1090
41.110. F8G Kykypysa IgG (F8, ImmunoCAP) 4 1200
41.481. W15 Ilebepna yeueBunuesugHas IgE (W15, ImmunoCAP) 4 860
41.482. W15G Jlebena yeyeBuuesngHas IgG (W15, ImmunoCAP) 4 860
41.445. T4 _Phd Jewwmna IgE (T4, ImmunoCAP) 4 860
41.446. T4G_Phd Jewwmna IgG (T4, ImmunoCAP) 4 860
41.213. F208_Phd JIumoH IgE (F208, ImmunoCAP) 4 1100
41.214. F208G_Phd |JlumoH IgG (F208, ImmunoCAP) 7 1100
41.469. G16_Phd JlncoxsocT nyroeoii IgE (G16, ImmunoCAP) 4 860
41.470. G16G_Phd |JlucoxsocT nyroson IgG (G16, ImmunoCAP) 4 860
41.167. F41_Phd Tlocochb IgE (F41, ImmunoCAP) 4 860
41.168. F41G_Phd |Nocock IgG (F41, ImmunoCAP) 4 860
41.263. F48 Tyk IgE (F48, ImmunoCAP) 4 860
41.264. F48G Tyk IgG (F48, ImmunoCAP) 4 860
41.219. F343 ManuHa IgE (F343, ImmunoCAP) 4 1090
41.220. F343G ManuHa IgG (F343, ImmunoCAP) 4 1100
41.215. F302 ManpapuH IgE (F302, ImmunoCAP) 4 1100
41.216. F302G ManpapuH IgG (F302, ImmunoCAP) 4 1100
41.221. F342 MacnuHa IgE (F342, ImmunoCAP) 4 1100
41.222. F342G MacnuHa IgG (F342, ImmunoCAP) 4 1100
41.269. F20 Munpans IgE (F20, ImmunoCAP) 4 950
41.270. F20G Munpans IgG (F20, ImmunoCAP) 4 951
41.73. F231_Phd Monoko kunsyeHoe IgE (F231, ImmunoCAP) 4 952
41.74. F231G_Phd |Monoko kunsyeroe IgG (F231, ImmunoCAP) 4 953
41.71. F2_Phd Monoko kopoBbe IgE (F2, ImmunoCAP) 4 1100
41.600. F2G_Phd Monoko kopoBbe IgG (F2, ImmunoCAP) 4 1100
41.259. F31_Phd MopkoBb IgE (F31, ImmunoCAP) 4 860
41.260. F31G_Phd |MopkoBb IgG (F31, ImmunoCAP) 4 860
41.411. i73 MoTbinb IgE (173, ImmunoCAP) 4 860
41.412. 173G MoTbinb IgG (173, ImmunoCAP) 4 860
41.89. F11_Phd Myka rpeuneBas IgE (F11, InmunoCAP) 4 860




41.90. F11G_Phd |Myka rpeuHeBas IgG (F11, ImmunoCAP) 4 980
41.97. F7_Phd Myka oBcsiHast IgE (F7, ImmunoCAP) 4 860
41.98. F7G_Phd Myka oBcsiHas 1gG (F7, ImmunoCAP) 4 860
41.95. F4_Phd Myka nweHnyHas IgE (F4, ImmunoCAP) 4 860
41.96. F4G_Phd Myka nwennyHas 1IgG (F4, ImmunoCAP) 4 860
41.101. F5_Phd Myka pxaHas IgE (F5, ImmunoCAP) 4 860
41.102. F5G_Phd Myka pxaHas IgG (F5, ImmunoCAP) 4 860
41.99. F6_Phd Myka sumeHHas IgE (F6, ImmunoCAP) 4 860
41.100. F6G_Phd Myka aumeHHas IgG (F6, ImmunoCAP) 4 860
41.371. F284_Phd Msco nHgewiku IgE (F284, ImmunoCAP) 4 1090
41.372. F284G_Phd |Msco nHgewku IgG (F284, ImmunoCAP) 4 1100
41.375. F213 Msco kponuka IgE (F213, ImmunoCAP) 4 1200
41.376. F213G Msco kponuka IgG (F213, ImmunoCAP) 4 1200
41.381. F83_Phd Msco kypuubl IgE (F83, ImmunoCAP) 4 860
41.382. F83G_Phd |Msco kypuubl IgG (F83, ImmunoCAP) 7 860
41.389. G8_Phd MsTnwuk nyroson IgE (G8, ImmunoCAP) 4 860
41.390. G8G_Phd MsaTnwuk nyroson IgG (G8, ImmunoCAP) 4 860
41.385. G4_Phd OscsHuua nyrosas IgE (G4, ImmunoCAP) 4 860
41.386. G4G_Phd OBcaHuua nyrosas 1gG (G4, ImmunoCAP) 7 860
41.241. F244 Phd Orypeu IgE (F244, ImmunoCAP) 4 1100
41.242. F244G_Phd |Orypey IgG (F244, ImmunoCAP) 4 1100
41.485. W8_Phd OpyBaH4uk IgE (W8, InmunoCAP) 4 860
41.486. W8G_Phd OpyBaHuuk IgG (W8, ImmunoCAP) 4 860
41.441. T2_Phd Onbxa cepas, IgE (T2, ImmunoCAP) 4 860
41.442. T2G_Phd Onbxa cepas, IgG (T2, ImmunoCAP) 7 860
41.277. F202 Opex Kewsto IgE (F202, ImmunoCAP) 4 1400
41.278. F202G Opex Kewsbto IgG (F202, ImmunoCAP) 4 1350
41.237. F218 Mepey IgE (F218, ImmunoCAP) 4 1100
41.238. F218G Mepey IgG (F218, ImmunoCAP) 4 1200
41.51. E70 Mepo rycuHoe IgE (E70, ImmunoCAP) 4 900
41.52. E70G Mepo rycuHoe IgG (E70, ImmunoCAP) 4 900
41.69. E85_Phd Mepo kypuupl IgE (E85, ImmunoCAP) 4 1100
41.70. E85G_Phd |Mepo kypuubl IgG (E85, ImmunoCAP) 4 1200
41.78. E86 Mepo ytkun IgE (E86, ImmunoCAP) 4 1100
41.80. E86G Mepo yTkn IgG (E86, ImmunoCAP) 4 1100
41.223. F95 Mepcuk IgE (F95, ImmunoCAP) 4 1090
41.224. F95G Mepcuk IgG (F95, ImmunoCAP) 4 1090
41.41. E1_Phd MepxoTb (anutenuin) kowku IgE (E1, ImmunoCAP) 4 990
41.42. E1G_Phd MepxoTb (anutenuin) kowku IgG (E1, ImmunoCAP) 4 860
41.45. E5_Phd MepxoTb cobaku IgE (E5, ImmunoCAP) 4 990
41.46. E5G_Phd MepxoTb cobakn IgG (E5, ImmunoCAP) 4 860
40.368. comp40.368_ |MNuweBas anneprus (pacwmpenHasi) IgE (ImmunoCAP) 4 12 000
40.354. comp40.354_|MuweBas anneprus, komnnekc Ne1 (apaxuc, cosl, Su4HbIi 6eNoK, KOPOBbE MOIOKO, TPecka, MiueHnyHasa |4 5500
41.471. w9 MopopoxHuk naHueToBuaHbiv IgE (W9, ImmunoCAP) 4 860
41.472. W9IG MopopoxHuk naHueToBuaHbi IgG (W9, ImmunoCAP) 4 1100
41.475. W204 MopgconHeynuk IgE (W204, ImmunoCAP). 4 1100
41.476. W204G MopconHeyruk IgG (W204, ImmunoCAP) 4 1200
41.479. W6_Phd MonbiHb IgE (W6, ImmunoCAP) 4 860
41.480. W6G_Phd MonbiHb IgG (W6, ImmunoCAP) 4 860
41.55. E77 MomeT BonHucToro nonyranyvka Ige (E77, ImmunoCAP) 4 1100
41.56. E77G MomeT BonHucToro nonyrayvka IgG (E77, ImmunoCAP) 4 1100
41.91. F9_Phd Puc IgE (F9, ImmunoCAP) 4 860
41.92. FO9G_Phd Puc IgG (F9, ImmunoCAP) 4 860
41.477. W206 Pomauuka IgE (W206, ImmunoCAP) 4 1100
41.478. W206G Pomauuka IgG (W206, ImmunoCAP) 4 1100
41.127. F61E_Phd CapauHa pganbHeBocTouHas IgE (F61, ImmunoCAP) 4 860
41.128. F61G_Phd |CapauHa panbHeBocTouHas IgG (F61, ImmunoCAP) 4 860
41.239. F227 CaxapHas ceekna IgE (F227, ImmunoCAP) 4 1100
41.240. F227G CaxapHas ceekna IgG (F227, InmunoCAP) 4 1100
41.253. F319 Csekna IgE (F319, ImmunoCAP) 4 1100
41.254. F319G Csekna IgG (F319, ImmunoCAP) 4 1100
41.377. F26_Phd CsuHuHa IgE (F26, ImmunoCAP) 4 860
40.291. F26G_Phd |CsuHuHa IgG (F26, ImmunoCAP) 4 860
41.143. F205 Cenbpgp IgE (F205, ImmunoCAP) 4 1400
41.144. F205G Cenbgp IgG (F205, ImmunoCAP) 4 1400
41.355. F333 Cewms nbHa IgE (F333, ImmunoCAP) 4 1100
41.356. F333G Cewms nbHa IgG (F333, ImmunoCAP) 4 1100
41.423. K84 Cems nogconHeyHuka IgE (K84, ImmunoCAP) 4 1100
41.424. K84G Cems nogconHeyHuka IgG (K84, ImmunoCAP) 4 1100
41.145. F206 Ckymbpus IgE (F206, ImmunoCAP) 4 1100
41.146. F206G Ckymbpus IgG (F206, ImmunoCAP) 4 1100
41.203. F255 Cnusa IgE (F255, ImmunoCAP) 4 1200
41.204. F255G Crnusa IgG (F255, InmunoCAP) 4 1200
41.119. F90 Conop IgE (F90, ImmunoCAP) 4 1100
41.120. F90G Conog IgG (F90, ImmunoCAP) 4 1100
41.459. T16_Phd CocHa BenmyToBa IgE (T16, InmunoCAP) 4 1100
41.460. T16G_Phd CocHa BenmyTosa IgG (T16, ImmunoCAP) 4 1100
40.66. M80_Phd CradunokokkoBbIn aHTepoTokeuH A IgE (M80, ImmunoCARP) 4 1200
40.283. M80G_Phd |CradunokokkoBbli aHTepoTOKCUH A IgG (M80, ImmunoCAP) 4 1200
40.67. M81_Phd CradunnokokkoBbIn aHTepoTokeuH B IgE (M81, ImmunoCARP) 4 1200
40.284. M81G_Phd |CradunokokkoBbli aHTEpoTOKCUH B IgG (M81, ImmunoCAP) 4 1200
41.900. M226_Phd |CradunokokkoBbii aHTepoTokcuH TSST IgE (M226, ImmunoCAP) 4 1200
41.901. M226G_Phd |CradunokokkoBbii aHTepoTokcuH TSST IgG (M226, ImmunoCAP) 4 1200




41.75. F236 CbiBOpOTKa KOopoBbero moroka IgE (F236, ImmunoCAP). 4 1100
41.76. F236G_Phd |CbeiBopoTka kopoBbero monoka IgG (F236, ImmunoCAP) 7 1100
41.405. 16_Phd TapakaH pbixun IgE (16, ImmunoCAP) 4 860
41.406. 16G_Phd TapakaH pbixun IgG (16, ImmunoCAP) 4 860
41.387. G6_Phd Tumodeeska nyrosas IgE (G6, ImmunoCAP) 4 860
41.388. G6G_Phd Tumodeeska nyrosas 1gG (G6, ImmunoCAP) 4 860
41.265. F25_Phd Tomart IgE (F25, ImmunoCAP) 4 860
41.266. F25G_Phd |Tomat IgG (F25, ImmunoCAP) 4 860
41.453. T14_Phd Tononb IgE (T14, ImmunoCAP) 4 860
41.454. T14G_Phd |Tononb IgG (T14, ImmunoCAP) 4 860
41.155. F3_Phd Tpecka IgE (F3, ImmunoCAP) 4 860
41.156. F3G_Phd Tpecka I1gG (F3, ImmunoCAP) 4 860
41.165. F40 TyHey, IgE (F40, ImmunoCAP) 4 860
41.166. F40G TyHey, IgG (F40, ImmunoCAP) 4 860
41.257. F225 TeikBa IgE (F225, ImmunoCAP) 4 1100
41.258. F225G TeikBa IgG (F225, ImmunoCAP) 4 1100
41.121. F15 daconsb IgE (F15, ImmunoCAP) 4 860
41.122. F15G daconb IgG (F15, ImmunoCAP) 4 860
41.281. F203 ductawkm IgE (F203, ImmunoCAP) 4 1200
41.282. F203G ductawkm IgG (F203, ImmunoCAP) 4 1200
41.141. F204 dopens IgE (F204, ImmunoCAP) 4 1100
41.142. F204G dopensb IgG (F204, ImmunoCAP) 4 1100
41.285. F17_Phd PyHayk IgE (F17, ImmunoCAP) 4 860
41.286. F17G_Phd |®yHayk IgG (F17, ImmunoCAP) 4 860
41.251. F291 LiBeTHas kanycta IgE (F291, ImmunoCAP) 4 1090
41.252. F291G LiBeTHas kanycTa IgG (F291, ImnmunoCAP) 4 1100
41.255. F47 YecHok IgE (F47, ImmunoCAP) 4 860
41.256. F47G YecHok IgG (F47, InmunoCAP) 4 860
40.369. comp40.369_|Ok3ema (6as3oBas) IgE (ImmunoCAP) 4 5300
40.340. comp40.340_|3k3ema (paclumpenHas) IgE (ImmunoCAP) 4 8 400
41.62. E82_Phd Onutenun kponuka IgE (E82, ImmunoCAP) 4 1100
41.64. E82G_Phd |3Onutenun kponwuka IgG (E82, ImmunoCAP) 4 1100
41.47. E6_Phd Onutenuin mopckoli ceuHkm IgE (E6, ImmunoCAP) 4 860
40.295. E6G_Phd Onutenuin mopckori ceuHkm IgG (E6, ImmunoCAP) 4 860
41.65. E84_Phd Onutenuin xomsika IgE (E84, ImmunoCAP) 4 1100
41.66. E84G_Phd |3nutenuin xomsika IgG (E84, ImmunoCAP) 4 1100
41.231. F49_Phd A6noko IgE (F49, ImmunoCAP) 4 1090
41.232. F49G_Phd |A6noko IgG (F49, ImmunoCAP) 4 1100
41.399. 13 An ocbl 06bIkHOBEHHON IgE (13, ImmunoCAP) 4 1100
41.400. 13G An ocbl 06bIkHOBEHHOW IgG (13, ImmunoCAP) 4 1100
41.395. 11 An nyenbl gomatuHen IgE (11, ImmunoCAP) 4 1100
41.396. 11G An nyensl gomawwHen IgG (11, ImmunoCAP). 7 1100
41.83. F245 Aino IgE (F245, ImmunoCAP) 4 1100
41.84. F245G Ao 1gG (F245, ImmunoCAP) 4 1100
41.457. T25 AceHb Bbicokuii IgE (T25, ImmunoCAP) 4 1100
41.458. T25G AceHb Bbicokuii IgG (T25, ImmunoCAP) 4 1100
12.01.03.3 OTAIN OnpeaeneHve anneprokoMnoOHEHTOB
12.01.03.3.1.MporHo3 addekTnBHocTn ACUT
40.289. comp40.289_|Anneprus Ha ambpo3unto 1 nonbiHb, koMnneke anst ACUT (ImmunoCAP) 4 7900
40.215. comp40.215_|Anneprus Ha ambposuto, komnnekc Ansg ACUT (ImmunoCAP) 4 4 500
40.212. comp40.212_|Anneprus Ha 6epéay, komnnekc ansg ACUT (ImmunoCAP) 4 4 500
40.270. comp40.270_|Anneprus Ha KoLKy (anneprokomnoHeHTbl) (ImmunoCAP) 4 4500
40.214. comp40.214_|Anneprus Ha nonbiHb, komnnekc ansa ACUT (ImmunoCAP) 4 6 500
MK
40.271. comp40.271_|Anneprus Ha cobaky (anneprokoMnoHeHTbl) (ImmunoCAP) 4 6 500
MK
40.213. comp40.213_|Anneprus Ha Tumodpeesky, komnnekc ans ACUT (ImmunoCAP) 4 4 840
MK
40.211. comp40.211_|Anneprus Ha anuo (anneprokoMnoHeHTsl) (ImmunoCAP) 4 8 300
12.01.03.3.2.MoHuTOpUHr acpdpektnBHocTM ACUT
40.365. G213kG_Phd|Tumodcbeeska nyroas rPhl p1, rPhl p5b IgG (G213, ImmunoCAP) 4 1900
40.366. W230kG_Ph [Am6pos3ns nAmb a1 IgG (W230, ImmunoCAP) 4 1900
40.364. T215kG_Phd |Bepésa rBet v 1 PR-10 IgG (T215, InmunoCAP) 4 1900
40.367. W231kG_Ph [MonbiHb nArt v1 IgG (W231, ImmunoCAP) 4 1900
d
40.311. M229k_Phd |Alternaria alternata rAlt al Igg (M229, ImmunoCAP) 4 1900
40.306. G213k_Phd |Tumodpeeska nyrosas rPhl p1, rPhl p5b IgE (G213, ImnmunoCAP) 4 1900
40.316. E220k_Phd |AnbbymuH ceiBopoTku kowwku nFel d2 IgE (E220, ImmunoCAP) 4 1900
40.321. E221k_Phd |AnbbymuH ceiBopoTku cobakn nCan f3 IgE (E221, ImmunoCAP) 4 1900
40.345. F76k_Phd Anbda-naktansbymuH IgE (F76, ImmunoCAP) 4 1900
40.310. W230k_Phd [Am6posuns nAmb a1 IgE (W230, InmunoCAP) 4 1900
40.349. F422k_Phd |Apaxuc rAra h1 IgE (F422, ImmunoCAP) 4 1900
40.357. F423k_Phd |Apaxuc rAra h2 IgE (F423, ImmunoCAP) 4 1900
40.358. F424k_Phd |Apaxuc rAra h3 IgE (F424, ImmunoCAP) 4 1900
40.359. F352k_Phd |Apaxuc rAra h8 PR-10 IgE (F352, ImnmunoCAP) 4 1900
40.360. F427k_Phd |Apaxuc rAra h9 LTP IgE (F427, ImmunoCAP) 4 1900
40.304. T215k_Phd [Bepésa rBetv 1 PR-10 IgE (T215, InmunoCAP) 4 1900
40.305. T221k_Phd |Bepésa rBetv2, rBet v4 IgE (T221, ImmunoCAP) 4 1900
40.346. F77k_Phd Beta-naktornobynuH IgE (F77, ImmunoCAP) 4 1900
40.347. F355k_Phd |Kapn (MapBanbbymuH) rCyp c1 IgE (F355, InmunoCAP) 4 1900
40.302. F323k_Phd |KoHanbbymuH siina nGal d3 IgE (F323, ImmunoCAP) 4 1900
40.315. E94k_Phd Kouwka rFel d1 IgE (E94, ImmunoCAP) 4 1900




40.303. K208k_Phd |NMusouum sinua nGal d 4 IgE (K208, ImmunoCAP) 4 1900
40.307. G214k_Phd |MwuHOpHbIE KOMNOHEHTbI NbIfbLbl ¥ NPOAYKTOB pacTuTenbHoro npoucxoxgenus Ige (G214, ImmunoCAP) (4 1900
40.301. F232k_Phd |OBanbbymuH siita nGal d2 IgE (F232, ImmunoCAP) 4 1900
40.300. F233k_Phd |OBomykoug sivina nGal d1 IgE (F233, ImmunoCAP) 4 1900
40.348. F416k_Phd |Owmera-5 wuaguH nwexunupl rTrial9 IgE (F416, ImmunoCAP) 4 1900
40.308. W231k_Phd |MonbiHb nArt v1 IgE (W231, ImmunoCAP) 4 1900
40.309. W233k_Phd |MonbiHb nArt v3 LTP IgE (W233, InmunoCAP) 4 1900
40.318. E101k_Phd |Co6aka rCan f1 IgE (E101, InmunoCAP) 4 1900
40.319. E102k_Phd |Co6aka rCan f2 IgE (E102, InmunoCAP) 4 1900
40.361. F353k_Phd |Cosa rGly m4 PR-10 IgE (F353, ImmunoCAP) 4 2000
40.363. E204k_Phd |CbiBopoTOYHbIN anbbymuH nBos d6 IgE (E204, ImmunoCAP) 4 1900
40.362. F351k_Phd |TponomuosuH kpeBeTok rPen a1 IgE (F351, InmunoCAP) 4 1900
12.02. TEXHONOIMMNA ALLERGY EXPLORER 2
41.616. ALEX Anneprounn ALEX2 (300 anneprokoMnoHeHToB) (BEHO3Has KPOBb) 5 21480
12.03. TEXHONNOIMMNA ALLERGY-Q
41.604. Multi_pan Anneprus (107 nuweBbIX 1 pecnmpaTopHbIx annepreHos), IgE (Allergy-Q-ummyHo6noT) 4 9 500
41.601. Atop_pan Anneprus (44 nueBbIX 1 pecnnpaTopHblx anneprexa), IgE (Allergy-Q-ummyHo610T) 4 5600
41.602. Breath_pan |Actma n punnT (64 pecnupaTtopHbix anneprena), IgE (Allergy-Q-ummyHo6n0T) 4 6 600
41.603. Food_pan Muwesas anneprus (72 anneprena), IgE (Allergy-Q-ummyHo6not) 4 7033
12.04. TEXHONOI A DR. FOOKE
41.525. fl_m6 AnbTepHapus anbTepHaTa, IgE (Alternaria tenuis (alternata), M6, Dr. Fooke) 4 930
41.531. flwl AmMBpo3nsa nonbiHHoNucTHas, IgE (Ambrosia artemisiifolia, W1, Dr. Fooke) 4 930
41.520. fl_t3 Bepe3sa 6enas, IgE (Betula pendula, T3, Dr. Fooke) 4 930
41.529. fl_f79 I'nioteH, IgE (Gluten, F79, Dr. Fooke) 4 890
41.518. fl_d2 Kneww pomawHen neinu, IgE (Dermatophagoides farinae, D2, Dr. Fooke) 4 930
41.522. fl_dl Kneww pomawHen neinu, IgE (Dermatophagoides pteronyssinus, D1, Dr. Fooke) 4 930
41.530. fl RE11 Kowka: rFel d1, IgE (Cat, Dr. Fooke) 4 930
41.528. fl_f2 Monoko kopoBbe, IgE (Milk, F2, Dr. Fooke) 4 890
41.519. fl_f4 Myka nwexunuHas, IgE (Wheat, F4, Dr. Fooke) 4 890
41.532. fl_wé MonbiHb 06bIKHOBEHHas, IgE (Artemisia vulgaris, W6, Dr. Fooke) 4 930
41.526. fl_mx1 Cwmecb annepreHos nnecexu (Penicillium chrysogenum, Cladosporium herbarum, Aspergillus fumigatus, |4 930
41.521. fl_hx2 Cwmecb 6biToBbIX annepreHoB Ne1 (knewwm D. pteronyssinus v D. farinae, anutenui kowku, anutenuvi 4 930
41.517. fl_hx1 Cwmecb 6bIToBbIX annepreHoB Ne2 (gomaluHss neinb Greer Labs Inc., knewwm D. Pteronyssinus n D. 4 930
41.533. fl_g6 Tumodeeska nyrosas, IgE (Timothy, G6, Dr. Fooke) 4 930
41.523. fl_el Onutenun kowku, IgE (Cat dander, E1, Dr. Fooke) 4 930
41.524. fl_e5 Onutenun cobaku, IgE (Dog epithelium, E5, Dr. Fooke) 4 930
41.527. fl_f1 Avnynbin 6enok, IgE (Egg White, F1, Dr. Fooke) 4 930
12.05.TEXHONOIMA RIDA ATNTEPTOCKPUH PA3SBEPHYTBIE MAHENN
41.514. RIDA Vario |Anneprus (13 pecnupaTopHbix 1 7 nuweBbix annepreHoB) (NaHenb RIDA-MMMyHOG0T Ne1) 4 4 300
41.511. RIDA_Pediat |Anneprus y geten (7 pecnupaTopHbix 1 13 nuwesbix annepreHos) (naHens RIDA-ummyHo6n0T Ne4) 4 4 300
41.513. RIDA_Resp |Actma u puHuT (20 pecnupaTopHbix annepreHoB) (NaHenb RIDA-MMMyHOGOT Ne2) 4 4 300
41.512. RIDA_Food |Muwesas anneprus (20 annepreHos) (naHenb RIDA-ummyHo610T Ne3) 4 4300
12.06.ANNEPIUA HA NEKAPCTBEHHbBIE CPECTBA
12.03.01.TexHonorust ImmunoCAP
41.491. C74 KenatuH koposui IgE (C74, ImmunoCAP) 4 1000
41.498. C73 WHcynuH yenoseyeckuit IgE (C73, ImmunoCAP) 4 1030
41.421. K82 INaTtekc IgE (K82, ImmunoCAP) 4 1200
41.492. C1 Menvunnnuu G IgE (C1, ImmunoCAP) 4 1000
41.493. c2 Menvunnnun V IgE (C2, ImmunoCAP) 4 1000
41.419. K80 Popmanbaerna/dopmanuH IgE (K80, ImmunoCAP) 4 1000
41.490. Cc8 XnoprekcuauH IgE (C8, ImmunoCAP) 4 1000
12.03.02.TexHonorus Dr. Fooke
41.500. c53 FL AnkypoHuym IgE (C53, Dr. Fooke) 8 840
41.501. c68_FL ApTukauH n YnetpakauH IgE (C68, Dr. Fooke) 8 840
41.504. c86_FL BeHsokauH IgE (C86, Dr. Fooke) 8 840
41.507. c89_FL BynueakauH, AHekauH n MapkauH IgE (C89, Dr. Fooke) 8 840
41.502. c82_FL JInpokauH n Acunokawut IgE (C82, Dr. Fooke) 8 840
41.506. c88_FL MenusakavH v MNonokawvH IgE (C88, Dr. Fooke) 8 840
40.339. comp40.339_|MecTHble aHecTeTukn 1 muopenakcaHnTbl IgE (Dr. Fooke) 8 4000
50.44.2217. (C110 HanpokceH (c110) 8 840
41.508. c100_FL MpunokanH n Lintanect IgE (C100, Dr. Fooke) 8 840
41.503. c83_FL MpokauH n HosokauH IgE (C83, Dr. Fooke) 8 840
41.510. c210_FL TetpakaviH v [lukann IgE (C210, Dr. Fooke) 8 840
13.TOKCUKOJNIOr'MYECKNE NCCNEOOBAHNA
13.01.KoMnnekcHble uccrnenoBaHus
1.91.1 US_toksich |BpeaHble npuBbIYKky (@nkorosb, HUKOTVH, 6onee 800 HAPKOTUYECKMX 1 MCUXOAKTUBHbBIX BELLECTB) 6 2 800
1.215. Narco_8scr |HapkoTuuyeckme n ncuxoakTuBHble BellecTBa (amdeTaMuH, KaHHabuHouabl, CNanchl, KOKavH, MeTaZoH, 6 3000
1.98.1 Narco_9scr |HapkoTuueckue n ncuxoakTMBHbIE BeLLeCTBa (onvaThl, kaHHabMHOMAbI, amdeTaMuH, MeTaMeTaMuH, 6 2900
13.02.HapkoTuyeckne n ncuxoakTMBHbIE BELLLECTBA
1.92.1 US_Amfetam |AmdpeTammH 1 ero nponssogHbie (Kosn.) 6 1500
1.96.1. US_barbit BapbuTtypartsl (kor.) 6 1500
1.97.1 US_benzod |beH3oanasenuHbl (kon.) 6 1700




1.93. US-Kannabin |KaHHabuHonab! (kon.) 6 1701
1.94.1 US_kocs KokaunH 1 ero metabonutbl (kon.) 6 1702
1.95.1 US_opiat Onwmartsl (kon.) 6 1703
1.99.1 US-Spices CuHTeTu4eckne kaHHabuHouabl («Cnaiic») (kad.) 6 4 350
50.2.2144. CDT Yrnesog-geduuntHein TpaHcdeppuH (CDT) 5 3300
50.39.2181 Ethanol-US |3TtaHon (ankoronb), (Kon.) 6 1750
13.03.0TpaBnstowme BeLLecTsa
1.201. HbCO Kap6okcuremornobuH (kon.) 5 800
1.200. MetHb MeTremorno6uH (kon.) 5 800
14 IEKAPCTBEHHbLIV MOHUTOPUHI
14.01.\mmyHocynpeccuBHble NpenapaTbl
1.92.59. Mycoph.acid |MukodeHonoBas kucnota (kon) 6 3000
1.92.43. Sirolimus Cuponumyc (kor) 6 3000
1.92.41. Takrolim_BI |Takponumyc (kon) 6 3000
1.92.63 Teriflun TepudnyHomua, nedprnyHomug, (kon) 6 3550
1.92.42. Cyclosp_BI  |LUuknocnopuH (kor) 6 3000
50.1.2228. Everolimus  |3Beponumyc (kon) 6 3000
14.02.IcuxoTponHble npenapaTol
14.2.1. TpaHkBununsatopsol
1.92.70 Klob_nor Kno6asam u Hopkno6asam (kor) 6 4390
1.92.64 Fenazepam |®PeHasenam (kon) 6 3190
14.2.2. AHTMaEnpeccaHTbl
1.92.77 Mirtazapin MupTasanuH (kon) 6 3150
1.92.62 Sertralin CepTpanuH (kon) 6 2890
1.92.76 Citalopram Lintanonpam (kon) 6 2790
14.2.3.HeniponenTukun
1.92.78 Aripiprazol Apununpason (kor) 6 2790
1.92.73 Olanzapin OnaHsanuH (kon) 6 2790
1.92.71 Paliperidon  |ManunepuaoH (kon) 6 2790
1.92.75 Risperidon PucnepuaoH (kor) 6 2790
14.03.BpoHxonutnyeckue npenaparbl
1.92.74 Teofellin TeodunnuH (kon) 6 2790
14.05.AHTMapuTMuyeckue npenaparbl
1.92.46. Digoxin [vrokcuH (kon) 6 3 000
1.92.72 Flekainid PdnekanHug (kon) 6 2790
14.07.MNpoTrBOOMYXOMNEBLIE NPenapaTbl
1.92.47. Lysodren JInzoppeH (MutoTaH) (kon) 6 3 000
1.92.60 Metotrexat MeToTpekcart (ko) 6 2890
14.08.AHTnbaKkTepuansHble npenapaThbl
1.92.61 Cyproflox LinnpocbnokcauuH (kon) 6 2890
14.09.MNpoTrBO3NMNENTMYECKME NpenapaThbl
1.92.66 Brivaracet BpusapaueTam (kon) 6 2900
50.38.2181. |Valproicac |BanbnpoeBas kucnota (kon) 6 2 000
50.38.2182. |Valproic 120 |BanbnpoeBas kucroTta (nmocne npuema npenapata) (kom) 6 2 000
1.92.65 Gabapentin  |[FabaneHTuH (kon) 6 2890
50.34.2181 FENITOIN [ndpeHnH (deHnTounH) (ko) 6 3000
1.92.57. Clonazepam |KnoHasenam (kon) 6 3000
1.92.67 Lakosamid |INakocamug (ko) 6 2690
50.37.2181 Lamotrijin JlamoTpmaxXuHbl (NnamukTan) (ko) 6 3000
1.92.44. Levetiracet |IleBeTupauetam (kon) 6 3000
1.92.56. Oxcarbozep |OkckapbasenwH (kon) 5 4100
1.92.69 Rufinamid Pydunnamung (kon) 6 2690
1.92.45. Topiramate |Tonupamart (kon) 6 2800
50.35.2181 Fenobarbital |®PenobapbuTtan (kon) 6 2801
50.36.2181. [KARBAM duHnencuH (kapbamasenuH, TerpeTon) (ko) 6 2802
1.92.68 Etosuksimid |3tocykcumug, (kon) 6 2690
15.FEHETUMECKME NCCNEQOBAHNA
15.01.YCNYTA
GNO01 GNDNK Boigenexnne [JHK 13 kposu 3 500
GNO003 TisDNAext Bbigenenve OHK 13 TkaHen 1 800
GNO002 GEN_ZAKL |3akntoyeHue Bpada-reHeTuka no ogHoOMy Buay UCCrefoBaHum 5 800
15.02.KOMMNEKCbHI FTEHETUYECKMX MCCNEAOBAHUM
15.02.01.TepaneBTu4eckune uccrnegoBaHus
GNP028 GP0003_MK |BonesHb KpoHa 4 3940
GNP318 NGS_Neuro |bonblias HeBponornyeckas naHenb 30 47 150




GNPO053 GNPO053_MK |BpoHxnanbHas actma (6a3oBblit) 4 2080
GNPO021 protrombin_M|FeHeTnka komnnekc NpoTpoM6UH 4 2080
GNP128 GLA P IeHeTnyeckas guarHocTuka 6onestn dabpu (reH GLA) 14 8 000
GNP131 Liver_GEN_P [FeHeTnyeckas natonorus nedenn (HFE, ATP7B, PiZ/S A1AT n PNPLAS3) 14 8 000
GNPO73 GNPO073_MK |eHeTnyeckas npeapacnonoXeHHOCTb K nwemMmyeckoMmy nHeyneTy FGB:-455G>A, ITGA2: 807C>T, 4 3280
ITGB3: 1565T>C
GNP184 GNP184.1 ['eHeTnyeckas NpepacnonoXeHHOCTb K pa3BUTUIO CepAeYHO-COCYANCTbIX 3aboneBaHui 14 10 800
GNP117 ATAXIA_P 'eHopguarHocTMka Mo3xeuykoBbix aTakcuin (CLIA1,2,3,6,7; 6.Dpuaperixa) 14 5100
GNP112 HTT_P 'eHopguarHocTuka 6onesHu MeHTUHIToHa (HTT) 14 5 000
GNP118 GEN_004_P |leHognarHoctuka 6onesnun KenHean (AR) 14 5000
GNP115 GEN_003_P |lFeHognarHoctuka 6onesnun dpupgperixa (FXN) 14 5000
GNP126 PMP22_P 'eHopguarHocTuka 6onesHu LWapko-Mapu-Tyta 1A (PMP22) 14 5 000
GNP122 GEN_007_P |leHognarHocTuka MuoToHuyeckomn amctpocum 1 Tuna (DMPK) 14 3000
GNP123 GEN_008_P |leHogmarHocTuka MUoToHnYeckorn amctpodum 2 Tuna (CNBP) 14 3000
GNP119 GEN_005_P |leHogmarHocTuka MbileyvHon auctpodum OiowenHa n Bekkepa (DMD) 14 8 500
GNP114 GEN_002_P |FeHogmarHoctuka nepsuyHon guctoHun 1 tuna (DYT1) 14 3000
GNP127 GEN_011_P |leHogunarHoctuka cuHapoma aHrmonatum LAOACUIT/CADASIL 14 6 500
GNP141 MECP2_P 'eHopuarHocTuka cuHagpoma Petta (MECP2) 14 11 000
GNP125 GEN_010_P |leHogunarHoctuka cnactuyeckon napannerum Ltptomnens (SPG4) 14 6 000
GNP113 GEN_001_P [leHogmarHocTka HacneacTBeHHbIX hopMm 6onesHu MNapkMHcoHa 14 5790
GNP134 CYP21A2_P |leHoTunupoBaHue 11 myTtauuii reHa CYP21A2 npu BpoXaeHHOW runepnnasnm Kopbl HaAno4Ye4HKoB 14 9 000
(knaccuueckune opmel)
GNP129 ATP7B_P FeHoTMnNnpoBaHue 13 myTaumit reHa ATP7B npu 6onesHn BunbcoHa-KoHoBanoea 14 6 500
GNP135 CYP21A2_4_|leHoTunupoBaHue 4 myTtauuii reHa CYP21A2 npu Heknaccuyeckon hopme BPOXOEHHOW runepnnasum 14 7 000
P HaANOYeYHNKOB
GNP142 GEN_017_P |leHoTunupoBaHue PiS n PiZ annenen anbda-1 aHTutpuncuHa 14 2500
GNP130 GEN_013_P |leHotunupoBaHne PNPLA3 npu HeankoronbHOM cTteatorenatuTe 14 2990
GNP043 GNP043 mnepToHns 4 4 410
GNP136 GEN_015_P |lFopmoHanbHas 4yBCTBUMTENBbHOCTL aHaporeHosoro peuentopa AR (CAG-nosTopbl) 14 4 200
GNP137 MODY2_P [vnarHoctnka MODY2 gnabeTa (CekBeHVpOBaHue) 14 11 490
GNP138 MODY3_P IvnarHoctnka MODY3 gnabeta (cekBeHMpoBaHue) 14 11 490
GNP139 GEN_016_P |[dnarHocTuka cemMenHoro MeaynisipHoro paka LMTOBUAHOW xenesbl n cuHapomos MOH 1 1 2 14 9790
GNP133 GEN_014_P |AvnarHoctuka CuHpgpoma KnaviHdenbsTtepa 14 4000
GNP023 SERPINEL.m |WHrMbuTOp aktuBaTopa nnasmuHoreHa 4 990
GNP124 GEN_009_P [WNccneposanne SOD1 npu 60k0BOM aMMOTPOMNYECKOM CKIlepo3e 14 8190
GNP215 C_marz189kz|K3W_CKpWHUHI Ha HOCUTENBCTBO 25 MOHOTEHHbIX ayTOCOMHO-PeLeCcCrBHbIX 3abonesannin (188 14 17 800
i MyTaummn)
GNP022 leyden.mut_ |JlengeHoBckasa myTtauums. 4 1040
MK
GNP223 NGS_AIP_BL |MonekynsipHo-reHeT“4Yeckoe nccnefoBaHue CUCTEMHbIX ayToBocnanuTenbHbix 3abonesanuii (SAIDs) 14 33 000
GNPO066 GNPO066 MykoBucunpos, onpegenexuve 8 mytauun B reHe CFTR 4 2 440
GNP224 GNP224_GO |MbiweyHas auctpodusa Imepu-fpendyca, ayTOCOMHO peLieCCMBHOE, ayTOCOMHO JOMUHAHTHOE, X 14 15 500
GNP093 GNP093_MK |HacneacTtBeHHas npeapacnonoXeHHOCTb K PasBUTUIO caxapHoro gnabeta 2 Tuna 4 5200
GNPO055 GNPO055 HacnencTBeHHbIN reMoXpoMaTos 5 1580
GNPO052 GNPO052 HenpoceHcopHasi HecMHapoMarnbHasi TYroyxocTb, onpeaenexHue mytaumm B reHe GJB2 (koHHeKcuH 26 4 2630
GNP032 GP0007_MK |HenepeHoCUMMOCTb NakTo3bl 4 1910
GNPO70 GNP070_MK |O6ycnoBneHHOCTb cunbl BOcnanuteneHomn peakumm IL6: -174 G>C, IL10: -1082 G>A 4 2900
GNP221 NGS_CFTR_ |OnpegeneHue KnnHUYeCK/ 3Ha4MMbIX MyTaumi B reHe mykoBucuugosa (CFTR) metogom NGS 14 32890
GNP222 NGS_DIAB_ |OnpegeneHue myTauui, CBA3aHHbIX C caxapHbiM anabetom (Bkmovass MODY-guabet), metogom NGS 14 31 890
GNP026 GP00001_M |Octeonopo3 4 7700
GNP322 NGS_CerebP |MaHenb "[eTckuin uepebpanbHbii napanuy (HapyLeHus pa3BuTust MOTOPUKM)" 30 36 650
GNP321 NGS_Autism |[MaHenb "3agepxka pa3sutus u aytmam" 30 36 650
GNP319 NGS_Epilep |MaHenb "HacneactBeHHble anunencumn n cygopoXxHble COCTOAHUS" 30 36 650
GNP237 SNG_PODTV|lNoaTeBepxaeHne ogHOM MyTaummn cekBeHnpoBaHuem no CaHrepy 45 14 990
GNP236 NGS_EKZ_B |lNonHoe cekBeHupoBaHue ak3oma (nnatdgopma lllumina) ¢ aHanM3om gaHHbIX HA OCHOBE KITMHUYECKOMN 30 89 900
GNPO081 GNPO081 MpenpacnonoxeHHocTb K AnabeTy Il TMna 4 3150
GNP080 GNP080 MpenpacnonoXeHHOCTb K oxXupeHuto n anabety Il Tna 4 3000
GNPO083 GNPO083 [MpenpacnonoXeHHOCTb K pa3BuTUio nwemmnyeckon 6onesum cepaua "MBC-ckpuH" 4 5250
GNP121 GEN_006_P |CewmeliHas cpeam3eMHomMopckasi nuxopagka reH MEFV 14 9 800
GNPO008 sindr.jilber_M |CuHgpom >Kunbbepa 4 2250
GNP140 X-chrom_P  |CuHgpom MaptuHa — benn (reH FMR1 n MeTunupoBaHue ans MyX4uH) 14 5090
GNP116 FMR1_P CvHgpom TpeMopa/aTakcum, accoummMpoBaHHbIv C NIoMkon X-xpomocomon (reH FMR1) 14 4 590




GNP216 C_marz91kzi |CKpUHMHT Ha HOCUTENbCTBO 11 YaCTbIX MOHOrEHHbIX ayTOCOMHO-PELLeCCUBHbIX 3abonesaHni (93 14 15590
MyTauumn) nepes 6epeMeHHOCTbI0
GNP258 PCR_MONO |CKPWHWHF Ha HOCUTENBLCTBO 4 YacTbIX MOHOFEHHbIX ayTOCOMHO-PELLECCUBHbIX 3aboneBaHuii (MyTauumm, 14 4 830
GNPO030 GP0005 CnuHanbHasa amuoTpodchus 14 4950
GNPO046 GNPO046 TpombBodunus - 6asosblii 4 3500
GNPO045 GNPO045 TpomMBounns - CKPUHUHP 4 2000
GNP044 GNP044 TpombBocunus paclumpeHHas 4 5600
GNPO025 phen/ket/nur_|PeHnnkeToHypusi, onpeaenenve 7 mytauuni B reHe PAH 4 7 630
MK
GNP132 FMR1_ovar_ |AnyHukoBas HEAOCTaTOYHOCTb, aCCOLMMPOBaHHas € NTOMKON X-xpoMocomoii (reH FMR1) 14 3990
15.02.02.J1ekapCTBEHHbBI MOHUTOPUHT
GNP227 GNP227_GO |AHTaenpeccaHThbl 1 Helponentuku (6a3oBblif) 14 15 200
GNP228 GNP228_GO |AHTuaenpeccaHTbl U HeMpOoNenTuku (pacluMpeHHbIN) 14 17 650
GNP193 GNP193_GO |ButamuHbl ctpecca (rpynna B, omega, marHuit) 14 17 190
GNP193.1 GNP193.1_G |ButamuHbl ctpecca (rpynna B, omega, marnuit), 6ykkanbHbln anuTenumin 14 17 190
GNP201 GNP201_GO [leHeTn4yeckn obycnoeneHHas noTpebHOCTb B BUTaMuHax U MuHepanax (A, C, D, E, K, B2, B6, B9, B12, |14 18 700
S Owmera-3, MarHun, LMHK, Xeneso, XOruH)
GNP185 GNP185.1 'eHeTnyeckn 0BycnoBrneHHas YyBCTBUTENBHOCTb K BUTaMuHy D 4 1917
GNPO050 GNPO050 MeTabonuam BapdapuHa - 6a3oBblii 4 2260
GNP061 GNP0O61 MeTabonuam knonugorpena 4 3000
GNPO72 GNPO072_MK |Pe3ncTeHTHOCTb Kk aHTuarperaHTHon Tepanum (acnupwH, nnasukc) ITGB3: 1565T>C 4 1200
GNP049 GNP049 Tpombochunus - opanbHble KOHTPaLEenTUBbI 4 1250
GNPO51 GNPO51 YyscTBUTENBHOCTL K BUTaMuHy D Peuentop ButamuHa D VDR: b/B (Bsml Polymorphism; 4 1100
IVS10+283G>A)
GNPO034 INTERLEY  |YyBCTBUTENBHOCTb K NTEYEHUIO XPOHUYECKOrO renaTtuta pubaBMprHOM 1 MHTEPEPOHOM 4 840
15.02.03.0HkoreHeTMKa
GNPO085 GNPO085 BbisiBneHue un konmnyectBeHHoe onpeaenerme MPHK xumepHoro reHa ber-abl (p210) 14 3400
GNPO084 GNP084 [unarHocTtuka Ph-HeraTmBHbIX XpOHNYECKMX MuenonponudepaTnBHbix 3abonesannii. Mytaums AHyc- 7 2630
GNP096 GNP096 [unarHocTtuka Ph-HeraTmBHbIX XpOHNYECKUX MuenonponudepaTnBHbix 3abonesannii. Mytaums AHyc- 7 3150
GNP172 PCR_mielo |MonekynsipHo-reHeT1yecKkoe nccrnefoBaHue mapkepoB Ph-HeraTvBHbIX MuenonponudgepaTuBHbIX 5 6 000
15.80. BRAF_HYST |MonekynsipHo-reHeTn4yeckoe nccnegoBaHue mytaumi 15 ak3oHa reHa BRAF 14 7 350
50.2.2280.2. |HY_BRCA_2 |MonekynsipHo-reHeTu4eckoe nccrnenoBaHve mytauuii B reHax BRCA 2 (6roncuiiHbin/onepauyoHHbIi 10 3050
50.2.2280.1. |HY_BRCA_1 |MonekynsipHo-reHeTuyeckoe nccrnegoBaHvue mytauuii B reHax BRCA1 (6noncuiiHbin/onepauyoHHbIn 10 3050
GNP153 GNP153_MK |MonekynsipHo-reHeTuyeckoe nccregosaHvwe mytauuii B reHax BRCA1 n BRCA2 10 4730
GNP020 nepol_rak_tk |Henonvno3aHei pak TONCTOW KMLLKM 4 4 500
GNP145 MGMT_GOS |OnpepeneHue metunmpoBaHusa npomoTtopa reHa MGMT (6uoncuiHbii/onepaumoHHbI MaTepuar) 21 12 000
15.75. msi_fish OnpepeneHne mukpocatennuTHon HectabunbHocTn (MSI) metogom MNUP (BuoncuiiHbin/onepaunonHein (13 13 200
GNP150 kit_d816v Onpepenexne mytaummn D816V B reHe KIT metogom MLP (6roncuiiHblii/onepaunoHHbin MaTtepyan) 10 7 340
GNP151 EGFR_T790 |Onpepenexue mytauum T790M rena EGFR (6roncuiiHbin/onepaunoHHbin maTepuan) 7 7 340
GNP178 EGFR_T790 |Onpepenexue mytaumm T790M rena EGFR (kpoBb) 7 12 600
M_b
GNPO77 GNPO77 Onpepenexne mytaumn V600 B reHe BRAF (kauyecTBeHHoe onpefenenve mytauum V60OE B reHe BRAF) (7 8 090
(buoncuiiHbI/onepauMoHHbI MaTepuan)
GNP265 SNG_PDGF |Onpepenenue mytaunii B 12, 14 ak3oHax reHa PDGFRA meTtopom lMLIP 1 cekBeHnpoBaHus 7 8930
GNP091 GNP091_GO |Onpegenenue mytauuii B 15 ak3oHe reHa BRAF 1 11, 13, 17 ak3oHax reHa ¢ KIT metogom MUP n 10 14 700
GNP092 GNP092_GO |Onpegenenve mytauuii B 15 ak3oHe reHa BRAF 1 2, 3 ak3oHoB reHa NRAS, 11, 13, 17 3k30HOB reHa ¢ 7 18 900
15.80.1. SNG_BRAF_ |Onpepenenve mytauuii B 15 ak3oHe reHa BRAF metonom MLIP n cekBeHpoBaHus 7 6 990
GNP263 SNG_EGFR_ |Onpegenenve mytauui B 18, 19, 20, 21 ak3oHax reHa EGFR metogom MNLP n cekBeHnpoBaHus 7 9 660
GNP266 SNG_TP53_ |Onpepenenve mytauuii B 5, 6, 7, 8 ak3oHax reHa TP53 metogom lMLP n cekBeHpoBaHus 7 12 000
GNP246 SNG_TP53_ |Onpenenenue mytauuii B 5, 6, 7, 8 ak3oHax reHa TP53 cekBeHnpoBaHuem no CaHrepy (KpoBb). 10 12 600
GNP105 cKIT_BL_GO |Onpepenenve mytauuii B 8, 11, 17 ak3oHax reHa c-KIT metogom lMLIP v cekBennpoBaHns (KpoBb) 32 11 590
GNP152 KIT_PDGFR |OnpegeneHue mytaumi B 9, 11, 13, 14, 17, 18 ak3oHax reHa ¢ KIT u 12, 14 sk3oHax rena PDGFRA 10 17 600
GNP095 GNP095_GO |Onpepenenne mytauni B 9, 20 ak3oHax reHa PIK3CA meTtogowm lNLP v cekseHnpoBaHus 10 12 000
GNP094 KIT Onpepenexve mytauuii B 9,11,13,14,17,18 ak3oHax reHa c-KIT metogom lNLIP 1 cekBeHnpoBaHus 10 12 000
GNPO75 GNPO75 Onpepenexne mytaumn B reHax BRAF, KRAS, NRAS (6roncuiiHbiin/onepaunoHHbin maTepran) 7 14 190
GNP048 GNP048 Onpepenexne mytaumn B reHax BRCA1 n BRCA2 (kpoBb) 4 4000
GNPO57 GNPO057_MK |Onpepenenne mytauni B reHax BRCA1, BRCA2 n CHEK2 (kpoBb) 4 8490
GNPO79 GNPO79 Onpepenexne mytaumn B reHax KRAS, NRAS (6roncuiiHblii/onepaumnoHHbin maTepvan) 7 11 000
GNP197 NGS_HRR_B|Onpegenexue mytaumn B reHax penapauuu JHK (HRR) metogom NGS: Solo ABC (kpoBb) 14 65 690
GNP198 NGS_HRR_F |Onpegenexve mytaumn B reHax penapaumun JHK (HRR) metogom NGS: Solo ABC (napadwHoBbiv 65nok) (16 65 690
GNP102 ASXL1 BL |Onpepenenvie mytauuii B reHe ASXL1 (kpoBb) 32 10 390
GNP099 CEBPA_BL |Onpepenenne mytauni B reHe CEBPA (kpoBb) 32 10990
GNP104 CXCR4_KM |Onpepenenve mytauuii B reHe CXCR4 (KOCTHbIV MO3r) 32 10 390
GNPO78 GNPO78 Onpepenexne mytaumn B reHe EGFR (kavecTtBeHHoe onpepeneHve mytauum L858R n 27 geneunni (del) 10 11 000
GNP101 EZH2_BL Onpepenexne mytauun B rene EZH2 (kpoBb) 32 10 490
GNP143 IDH1_GOS |Onpepenexve mytaumn B rede IDH1 metopom lNLP v cekseHnposaHuns (6noncuitHbin/onepauyoHHbIN 10 10 000
GNPO74 GNPO074 Onpepenexne mytaumn B rene KRAS (broncuiiHbii/onepaumoHHbli matepuan) 10 5600
GNP103 MYD88_KM |OnpegeneHue mytaunii B reHe MYD88 (L265P) (kOCTHbI MO3r) 32 9590
GNPO76 GNPO76 Onpepenenne mytaumn B reHe NRAS (6noncuiHbin/onepauoHHbI MaTepuan) 10 8 700
GNP100 WT1_BL_GO |OnpegeneHvne mytaumn B reHe WT1 (kpoBb) 32 8 700
GNP089 GNP089_GO |Onpegenenue mytauuii Bo 2, 3 ak3oHax reHa KRAS 1 2, 3, 4 ak3oHax reHa NRAS metogom MNLP u 10 11 870
GNP090 GNP090_GO |Onpegenenue mytauuii Bo 2, 3 ak3oHax reHa KRAS, 2, 3, 4 ak3oHax reHa NRAS u 15 ak3oHe reHa BRAF (10 11 870




GNP264 SNG_KRAS_ |OnpegeneHue mytauuii Bo 2, 3, 4 ak3oHax reHa KRAS metogom lMNLP u cekseHnpoBaHus 10 9 000
GNP088 GNP088_GO |OnpegeneHve mytauui Bo 2, 3, 4 ak3oHax reHa NRAS meTtogom MLP v cekseHnpoBaHus 10 7 900
GNP144 IDH2_GOS |Onpepgenexue mytauuit reHa IDH2 metogom MNUP 1 cekBeHupoBaHus (61oncuitHbli/onepawoHHbIi 10 10 000
GNP180 NGS_BRCA_ |Onpegenexue mytaunii reHoB BRCA1 n BRCA2 metogom NGS (cekBeHMpoBaHWe BCEX KOQUPYHOLLMX 14 28 000
GNP175 NGS_BRCA1 |Onpegenexue mytaunii reHoB BRCA1 n BRCA2 metogom NGS (cekBeHMpoBaHMe BCEX KOQUPYHOLLMX 16 34 690
GNP187 NGS_SOLO_ |Onpegenexue mytauni reHoB BRCA1, BRCA2, CHEK2, ATM metogom NGS: Solo ABC (kpoBb) 14 43 000
GNP186 NGS_SOLOa |Onpegenexue mytaumi reHoB BRCA1, BRCA2, CHEK2, ATM metogom NGS: Solo ABC (napaduHoBbin |16 57 190
GNP176 NGS_LUNG_ |OnpegeneHue myTauui reHoB, CBA3aHHbLIX C PaKOM NErknx 1 TONCTOW KULLKWU, pacLUMPEHHas naHerb 32 44 490
GNP177 NGS_SOLID |OnpegeneHue myTauuii reHoB, CBA3aHHbIX C conMaHbIMK onyxonamu, metogom NGS: Multi-Cancer Panel |32 60 000
GNP233 NGS_GEM2_|OnpegeneHue mytaumii, CBA3aHHbIX C KONIOPEKTarnbHbIMW pakaMu (CeMenHbI adeHOMaTo3HbIN Nonunos |14 34 490
GNP232 NGS_GEM4_|OnpegeneHue myTauui, CBsi3aHHbIX C Hacnen.oHko cuHapomamu (PetuHobnactoma, Jln-dpaymenu, 14 36 890
GNP106 PCR_Ig_BL |OnpegeneHue myTauMoHHOrO cTaTyca reHoB BapuabernbHbIX y4acTKoB UMMYHOrMOBYNMHOB (KPOBb) 32 14 990
GNP098 ALK OnpepeneHue TpaHcnokauuii reHa ALK (FISH) (6roncuiiHbi/onepauuyoHHbIin maTepuan) 12 15 000
15.77. ROS1_IHC |OnpegeneHue TpaHcrokaumuin reHa ROS1 (6uoncuiiHbii/onepaumoHHbI MaTepuan) 17 13210
GNP174 PCR_FLT3_ |OnpepgeneHue akcnpeccun reHa FLT3 (kpoBb) 5 7 200
20.121. PCA 3 Onpepgenenne akcnpeccun reHa PCA3 10 5600
GNP173 PCR_PRAM |OnpegeneHue akcnpeccum reHa PRAME (kpoBb) 5 6 000
GNPO019 rak_tol.k_zh_ |Pak TONCTOn KULLKK 1 Xenyaka 4 2080
GNPO71 GNPO071_MK |Puck pa3sutus paka nerkux npu kypeHum GSTP1: lle105Val, GSTT1: null, GSTM1: null 4 4000
15.02.04.300poBbIn 06pas XnsHu
GNP194 GNP194_GO |leHeTuka cTpecca, Aenpeccuit, nuiesbix npusbidek (PMTT) 14 17 190
GNP194.1 GNP194.1_G |leHeTuka cTpecca, Aenpeccuit, nuiesbix npusbidek (PMIT), 6ykkanbHbIA anuTenui 14 17 190
GNP082 GNP082 [eHeTnyeckas npeapacnonoXeHHOCTb K M3ObITOYHOMY BECY (C 3aKMYeHNeM Bpada reHeTuka) 4 1630
GNP192 GNP192_GO |3gopoBbe, kpacoTa n MoriogoCcTb KoXxu aHanus 41 nonuMopdurama (BapvaHTa reHa), accouumpoBaHHoro |14 15 000
GNP192.1 GNP192.1_G |3gopoBbe, kpacoTa 1 MofogoCTb KOXM, ByKkanbHbIN 3aNUTENUiA 14 18 390
GNP238 GNP238_GO |MNpaeunbHoe nuTaHue, Bbibop anetbl no AHK n cHwxeHne Beca 14 15 000
GNPO029 GP0004_MK  |NpeapacnonoXXeHHOCTb K ankoronnamy 4 2980
GNP247 GNP247 MpeapacnonoXeHHOCTb K CTpeccy (C MHTepnpeTaunen Bpaya-reHeTmka) 4 2940
GNP248 GNP248 MpuynHbl cTpecca (C nHTepnpeTauuen Bpada-reHeTunka) 4 4100
GNPO11 adipositas_M |CKNOHHOCTb K OXXMPEHUIO 4 7 390
GNP086 GNPO086 CropTuBHasi reHeTuKa. MiHanBnayanbHble ocobeHHocTn Ans Beibopa adpdpekTrBHOro M 6esonacHoro 5 3990
15.02.05.Penpoaykuns
GNP196 GNP196_GO [leHeTu4eckuii puck pas3BuTusl Npeaknamncum (paclumpeHHas naHenb) ¢ MHTeprnpeTauvei Bpaya- 14 16 090
GNP047 GNP0O47 MeTabonuam conaTtos 4 1700
GNP069 GNP069_MK |Myxckoe 6ecnnoave 4 12 000
GNP229.1 GNP229.1_G |HewnHBasuBHbI npeHaTanbHbln TecT (HUMT) MaHopama CtaHaapT 6e3 onpegeneHns nona 14 29990
GNP231.1 GNP231.1_G |HewnHBasuBHbI npeHaTanbHbin TecT (HUMT) MaHopama PaclumpeHHbin 6e3 onpeaeneHys nona 14 47 000
GNP231 GNP231_GO |HewnHBasuBHbI npeHaTanbHbln TecT (HUMT) MNaHopama PaclumpeHHbii ¢ onpefeneHvem nona 14 47 000
GNP230.1 GNP230.1_G |HeunHBasuBHbI npeHaTtanbHbin TecT (HUMT) MNaHopama CtangapT MNntoc 6e3 onpegenexns nona 14 32000
GNP230 GNP230_GO |HewnHBasuBHbI npeHaTanbHbln TecT (HUMT) MaHopama Ctanaapt lMntoc ¢ onpeaeneHem nona 14 32000
GNP229 GNP229_GO |HewnHBasuBHbI npeHaTanbHbin TecT (HUMT) MNaHopama CTaHaapT ¢ onpedeneHuem nona 14 29990
GNP199 PCR_SEX_fe |OnpegeneHue nona nnoga no KpoBu matepu 7 6 200
GNP200 PCR_RH_fac |OnpegeneHue pesyc-caktopa nrnoga no kposu maTepu 7 6 930
GNPO035 AZF Paktop Asoocnepmun (AZF) 4 2 300
15.02.06.KapvoTtunuposaHue
20.119. Kariotip-1 AHanus kapmoTtuna nMMaoUnTOB Nepudepmnyeckon Kposm 10 5200
20.120. Kariotip-1F  |AHanu3 kapvoTmna numMdoLnToB Nepudepnyeckon KpoBn (KONMYECTBEHHbIE U CTPYKTYpHble aHoManun |10 8 690
20.180. Kario-abort  |MonekynsapHo-LMToreHeT4eckoe nccrnegoBaHve abopTMBHOIrO MaTepuana (XOpuoH, nnaueHTa) (oueHka |18 20 790
Hanuumsa aHeynnounamin (xpomocom 13, 16, 18, 21, 22, X, Y) (FI
20.181. Kario-chor MonekynapHo-LuToreHeTu4eckoe uccrnegoBaHve abopTMBHOIO MaTepuana (XOpuoH, nnauenTa) (oueHka |18 15 000
20.182. Kariotip-ar PaclumpeHHbI aHanus kapmoTuna ¢ BbisSiBIIEHUEM XPOMOCOMHbIX abeppauuii (BbisiBNIEHNE XPOMOCOMHOW |18 11 000
15.02.07. XpOMOCOMHbBIN MUKPOMaTPUYHbIA aHanu3
20.188. CMA_L_ABO | XpoMOCOMHBI MUkpoMaTpuyHbii aHanua (XMA) Ha [IHK-myukpomaTpuuax Hu3kor nnotHocTr (350 000 10 23 000
20.189. CMA_L_BLO |XpOMOCOMHbI MUKPOMaTPUYHbIA aHanua (XMA) nocTHaTanbHbIM Ha [JHK-MukpomaTpuruax HU3Kowm 10 23 000
20.190. CMA_L_PRE |XpOMOCOMHbI MUKpOMAaTpUYHbIA aHanua (XMA) npeHaTanbHbl Ha [HK-MykpoMaTpuruax HU3Kkow 10 23 000
20.191. CMA_L_NAV | XpOMOCOMHbI MUKpOMAaTpUYHbIA aHanua (XMA) npeHaTanbHbli Ha [HK-MykpoMaTpumuax HU3kow 10 23 000
15.02.08.TunnposaHue reHos HLA I
19.94. HLA-B27anti |BbisBnexne annenu 27 nokyca B HLA (HLA-B 27) 4 1300
GNP120 HLA B51_P |TunupoBaHnue HLA B51 npu 6onesHu bexyeta 14 3500
19.119. HLA Tunuposanve HLA DQ2/DQ8 npwu uenvakum 14 5900
19.41. Tip ge HLA  [Tunuposaxue reHos HLA II: nokyc DQA 1 4 2520
19.42. Tip g HLA TunuposaHue reHos HLA II: nokyc DQB 1 4 2400
19.40. Tip gen HLA |Tunuposaxue reHos HLA |I: nokyc DRB 1 4 2400
15.03.TECThbIl AHK HA POOCTBO
15.03.01.NHbopmaLMOHHbIE NCCNeaoBaHNUs
30.48. twin BrimsHeLoBbIN TECT (2 YeroBeka) 7 14 500
30.13. Info-Mot/ch  |YcTaHoBRneHue maTepuHCTBa: MaTb, pebeHok (2 yyacTHuKa), MHOpMaLIMOHHBIV 7 12 000
30.4. Fath/ch/mot |YcTaHoBneHue oTuoBCcTBa: oTel, MaTb (brnonoruyeckas), pebeHok (3 y4yacTHuka), MHOPMaLUOHHbIV 7 14 000
30.3. Fath/ch YcTaHoBneHne oTLOBCTBA: oTeL, pebeHok (2 yyacTHuKa), MHOpMaLIMOHHBIV 7 12 000
30.16. Info-ch/d/b YcTaHOBMEHWe POACTBA C poanTensiMu matepu: pebeHok, feayLuka u 6abywka (3 yyactHuka), 7 14 000
30.8. ch/granfpat |YcTaHoBneHue poacTea ¢ poauTensamm otua: pebeHok, aeaylika n 6abyuika (3 yqactHuka), 7 14 000
15.03.02.Tect AHK MH®OPMaLUNOHHBIN, LONOMHUTENBHBIN Y4aCTHUK
30.28. DopPartl YcTaHoBnNeHne poAcTBa: AONOMHUTENBHBIA Y4acTHUK 1, MHDOPMAaLMOHHbIN 7 5000
30.29. DopPart2 YcTaHoBreHne poAcTBa: AOMNOMHUTENbHBIA YHaCTHUK 2, MHOPMAaLMOHHbIN 7 5000
15.04.MHOMBVAOYAIBbHBIE TEHETUYECKUE NCCJIEQOBAHUA
GNO0190 GNO0190 3-rupgpokcu-3-meTunrnytapun-koaHamm A pegyktaza HMGCR: rs12654264 4 1040
GNO0191 GNO0191 3-rmgpokcu-3-meTunrnytapun-koaHaum A pegykrtasa HMGCR: T/G SNP 29 4 1040
GNO0020 GNO0020 ANKK1: Glu713Lys; DRD2: TaqlA 4 1420
GNO0039 GNO0039 BRCA1: 4153DelA 4 990
GNO0038 GNO0038 BRCA1: 5382InsC 4 990
GNO0040 GNO0040 BRCA1: A1708E/V; Ala1708Glu/Val 4 1040
GNO0041 GNO0041 BRCA1: Arg1699Trp; R1699W 4 1040




GNO0042 GNO0042 BRCA2: 6174DelT 4 990
GNO0049 GNO0049 CDH1: C-160A (C-285A) 4 950
GNO0050 GNO0050 CDH1: C2076T; Ex13-89T>C 4 950
GNO0091 GNO0091 CYP1A1: CYP1A1*2A (Mspl Polymorphism) 4 1040
GNO0168 GNO0168 HLA-komnneke, rpynna 9 HCG9: rs3823375 4 950
GNO0167 GNO0167 HLA-komnneke, rpynna 9 HCG9: rs6904029 4 950
GNO0242 GNO0242 MutY romoror 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp) 4 1040
GNO0243 GNO0243 MutY romornor 1 (E.coli) MUTYH: Tyr165Cys (Y165C) 4 1040
GNO0245 GNO0245 N-auetuntpaHcdepasa 2 NAT2: C481T 4 950
GNO0244 GNO0244 N-auetuntpaHcdepasa 2 NAT2: lle114Thr (T341C) 4 950
GNO0246 GNO0246 N-auetuntpaHcdepasa NAT2: Arg197GIn (G590A) 4 950
GNO0247 GN0247 N-auetuntpaHcdepasa NAT2: Gly286Glu (G857A) 4 950
GNO0248 GNO0248 N-auetuntpaHcdepasa NAT2: Lys268Arg (A803G) 4 950
GNO0249 GNO0249 NOD-nogo6HbI peuentop 2 NOD1: T-160C (G796A) 4 950
GNO0252 GNO0252 NOD-nogo6Hein peuentop 2 NOD2: 3020InsC 4 985
GNO0250 GNO0250 NOD-nogo6HbIn peuentop 2 NOD2: Arg702Trp (R702W) 4 985
GNO0251 GNO0251 NOD-nogo6HbI peuentop 2 NOD2: Gly908Arg (G908R) 4 985
GNO0324 GNO0324 T-kneTouHbIN nurang youksutuHa-1 UBASH3A: rs11203203 4 950
GNO0325 GNO0325 T-kneTouHbI Nurang youksutuHa-1 UBASH3A: rs2839511 4 950
GNO0005 GNO0005 ApgyuvH 1 ansda ADD1: G1378T 4 950
GNO0006 GNO0006 ApayuvH 2 (6eta) ADD2: C1797T 4 950
GNO0024 GNO0024 AneHomaTo3HbI nonuno3s Torcton kuwkn APC: 1061Del5 4 1040
GNO0021 GNO0021 AneHomaTo3HbIl nonuno3s Torncton kuwwkn APC: 1309Del5 4 1040
GNO0023 GNO0023 ApeHomaTo3HbI nonunos ToncToi kuwku APC: Glu1317GIn (E1317Q) 4 950
GNO0022 GNO0022 ApeHomaTosHbI nonuno3d Toncton kuwku APC: lle1307Lys (11307K) 4 1040
GNO008 GNO0008 ApunoxekTrH ADIPOQ: G276T 4 1040
GNO0009 GNO0009 ApunoHektnH ADIPOQ: T45G 4 1040
GNO0007 GNO0007 AnkoronbaerugporeHasa 1B (knacc |) ADH1B: ADH1B*2 (Arg48His; Arg47His) 4 1490
GNO0017 GNO0017 AnbpervpaernaporeHasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys; E504K) 4 1490
GNO0076 GNO0O076 Anbda-5-H1KoTUHOBBI XonuHepruyeckuii peuentop CHRNAS: Asp398Asn (D398N) 4 1040
GNO0015 GNO0015 AHrnoTteHsuH Il peuenTop, Tvn 1 AGTR1: A1166C. 4 990
GNO0014 GNO0014 AHrnoteHsuHoreH AGT: AGT, -6A haplotype (-6G-A) 4 990
GNO0013 GNO0013 AHrnoteHsuHoreH AGT: Met235Thr (M235T; Met268Thr; M268T). 4 990
GNO0026 GNO0026 AnonunonpoteunH C-Ill APOC3: C-482T 4 950
GNO0027 GNO0027 AnonunonpoteunH C-IIl APOC3: C3238G 4 950
GNO0025 GNO0025 AnonunonpoTeunH C-llIl APOC3: T-455C 4 950
GNO011 GNO011 Beta-2-apgperopeuentop ADRB2: GIn27Glu (Q27E) 4 1040
GNO0010 GNO0010 Beta-2-appeHopeuentop ADRB2: Gly16Arg (G16R) 4 1040
GNO0012 GNO0012 Beta-3-agpeHopeuentop ADRB3: Trp64Arg (W64R) 4 1040
GNO0016 GNO0016 BupycHbIi onkoreH AKT1: Glu17Lys (E17K) 4 950
GNO0170 GNO0170 'emoxpomato3 HFE: Cys282Tyr (C282Y) 4 1040
GNO0169 GNO0169 'emoxpomato3 HFE: His63Asp (H63D) 4 1040
GNO0316 GNO0316 "'eH-cynpeccop onyxonesoro pocta TP53: ¢.215C>G (p.Pro72Arg) 4 950
GNO0166 GNO0166 'vanypoHaH-cBsi3biBatoLmii npotenH 2 HABP2: Gly534Glu (G534E) 4 950
GNO0172 GNO0172 'MaBHbIN KOMMNNEKC rmcTtocoBmecTumMocTu, knacc |, A HLA-A: rs6457110 4 1040
GNO0189 GNO0189 ['naBHbI KOMNNEKC rmcTtocoBMecTUmocTu, knacc |, J (ncesgoreH) HLA-J: rs4959039 4 1040
GNO0048 GNO0048 mukosundocdatnannuHosnton-ceasaHHbi 6enok CD14: C159T; T-259C; C260T 4 950
GNO0003 GNO0003 nukonpoTenH-P ABCB1: ABCB1*8 (C1236T) 4 950
GNO0002 GNO0002 nukonpotenH-P ABCB1: C3435T 4 950
GNO0001 GNO0001 nukonpotenH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A) 4 950
GNO0159 GNO0159 nytaTnoH S-tpaHcdepasa M1 GSTM1: null genotype 4 1603
GNO0161 GNO161 nytaTnoH S-tpaHcdepasa M1 GSTP1: Ala114Val (A114V) 4 950
GNO0160 GNO0160 nytaTnoH S-tpaHcdepasa Mn1 GSTP1: lle105Val (1105V) 4 1604
GNO0162 GNO0162 nytaTnoH S-tpaHcdepasa Tetal GSTT1: null genotype 4 1603
GNO0148 GNO0148 [T® ymknorngponasa 1 GCH1: rs10483639 4 950
GNO0147 GNO0147 ['T® ymknorngponasa 1 GCH1: rs3783641 4 950
GNO0146 GNO0146 ['T® ymknorngponasa 1 GCH1: rs8007267 4 950
GNO0107 GNO0107 Ovrnpaponvpumunani gernpporeHasa DPYD: DPYD*2A (IVS14+1G>A) 4 1040
GNO0109 GNO0109 Ovrvaponvpumunani gerngporeHasa DPYD: DPYD*9A (Cys29Arg; C29R) 4 1040
GNO0108 GNO0108 AvrnaponvpumnaniH gernpgporeHasa DPYD: Met166Val (M166V) 4 1040
GNO111 GNO111 HNodpamuHoseivi peuentop D1 DRD1: Ddel Polymorphism (DRD1_48A/G) 4 950
GNO0110 GNO0110 HodpammHoseivi peuentop D1 DRD1: rs686 (*62C>T) 4 950
GNO0112 GNO0112 HodpamuHoseivi peuentop D2 DRD2: 141Clins/Del (-141Clins/Del) 4 950
GNO0113 GNO0113 HodpamuHoseivi peuentop D2 DRD2: rs6277 4 1040
GNO0292 GNO0292 MHrmbuTop aktmeatopa nnasmuHoreHa SERPINE1: 4G/5G (PAI1: 4G/5G; Ins/Del G) 4 990
GNO0211 GNO0211 WHTterpuH, anbda 2 ITGA2: C807T 4 990
GNO0212 GNO0212 WHTerpuH, 6eta 3 (TpombouuTapHein rmukonpoteuH llla) ITGB3: PIA1/PIA2 (Leu33Pro; T1565C; HPA- |4 1200
1b)
GNO0196 GNO0196 WHtepnenkuH 10 IL10: A-1082G 4 1450
GNO0208 GNO0208 WHTepneikuH 6 IL6: G-174C 4 1450




GNO0045 GNO0045 KanbuutoHunHoBbi peuentop CALCR: C1377T (Pro447Leu) 4 1040
GNO0085 GNO0085 Katexon-O-metuntpaHcdepasa COMT: A-98G (-118A>G) 4 1400
GNO0081 GNO0081 Konnaren tun |, anbcpa 1 COL1A1: 1663Ins/DelT 4 1400
GNO0080 GNO0080 KonnareH tun |, anbca 1 COL1A1: G-1997T 4 1400
GNO0079 GNO0079 KonnareH tvn |, anba 1 COL1A1: Sp1-polymorphism (G2046T) 4 1400
GNO0082 GNO0082 KonnareH Tun lll, anbca 1 COL3A1: G2092A (Ala698Thr; A698T) 4 1400
GNO0O083 GNO0083 KonnareH tun V, anbga 1 COL5A1: C267T (BstUI-polymorphism) 4 1400
GNO0334 GNO0334 Komnnekc anokeua-penykrassl ButammHa K, cyobeamnmua 1 VKORC1: C1173T (C6484T) 4 950
GNO0336 GNO0336 Komnnekc anokeua-peaykrasbl ButammHa K, cy6beamHmua 1 VKORC1: C2255T (C7566T) 4 950
GNO0332 GNO0332 Komnnekc anokeua-peaykrasbl BuTammHa K, cy6beamHmua 1 VKORC1: C381T (T-4931C) 4 950
GNO0333 GNO0333 Komnnekc anokeua-peaykrasbl BuTamuHa K, cy6beantmua 1 VKORC1: G-1639A (G3673A) 4 950
GNO0335 GNO0335 Komnnekc anokeua-peaykrasbl BuTamuHa K, cy6beamHmua 1 VKORC1: G6853C (G1542C) 4 950
GNO0149 GNO0149 KoHHekcuH 26 GJB2: 35DelG 4 950
GNO0217 GNO0217 INakTtasa LCT: T-13910C (C/T-13910) 4 1500
GNO0077 GNO0077 INektnH, C-tun CLEC7A: Tyr238Ter (Y238X) 4 950
GN0221 GN0221 JlentuHosbin peuenTtop LEPR: GIn223Arg (Q223R) 4 1040
GNO0220 GNO0220 IlentuHoBbIn peuentop LEPR: Lys109Arg (K109R) 4 1040
GNO0219 GNO0219 IlentuHoBbIn peuenTtop LEPR: Lys656Asn (K656N) 4 1040
GNO0239 GNO0239 MeTtunentetparngpodonatpeaykrasa MTHFR: A1298C (Glu429Ala) 4 1040
GNO0238 GNO0238 MeTtunentetparugpoconatpeaykraza MTHFR: C677T (Ala222Val) 4 1040
GNO0240 GNO0240 MeTunoHuH cuHTaza MTR: Asp919Gly (A2756G) 4 1040
GNO0301 GNO0301 MuToxoHgpuanbHas cynepokcugamcmyTtasa 2 SOD2: Val16Ala (V16A) 4 950
GNO0225 GNO0225 MonoamuHokcuaasa A MAOA: 30-bp VNTR (L/H) 4 950
GNO0293 GNO0293 HenpoTtpaHcmunTTepHbIn nepeHocuunk godammHa SLCB6A3: 3'UTR 9/10 VNTR (40-bp VNTR) 4 950
GNO0294 GN0294 HelipoTpaHCcMUTTEpPHBIN nepeHocunk gocdammHa SLCBA3: G2319A 4 950
GNO0295 GNO0295 HenpoTtpaHcmuTTepHbIN nepeHocuunk gogammHa SLC6A3: intron 8 VNTR 4 950
GNO0296 GNO0296 HelipoTpaHCMUTTEPHBIN NepeHocunk cepotoHmHa SLC6A4: Long/Short (L/S; 44-bp Ins/Del) 4 950
GNO0036 GNO0036 HemnpoTponHein daktop mo3ra BDNF: Val66Met; V66M 4 790
GN0268 GN0268 OnuoungHein peuentop M1 OPRM1: Asn40Asp (N40D; A118G) 4 790
GNO0106 GNO0106 [MnaueHTapHbIn 1 npoctatnyecknn DLG DLG5: Arg140Gin (R30Q) 4 1090
GNO0326 GNO0326 Monunentug 1A cemencta YO®-rnokypoHuntpaHcdepasbl 1 UGT1A1: UGT1A1*28 4 3 000
GNO0277 GNO0277 [poonnomenaHokoptuH POMC: Arg236Gly (R236G) 4 1090
GNO0307 GNO0307 [MpoTenH 2, nogobHbIN TpaHckpunumMoHHomy daktopy 7 TCF7L2: IVS3C>T 4 790
GNO0345 GNO0345 [poTeunH 6, cxoaHbii ¢ C1g 1 hakTopom Hekpo3sa onyxonen C1QTNF6: rs5756546 4 1090
GN0282 GN0282 [MpoTtenH-TnposnHdocdaTasa 22 PTPN22: Arg620Trp (R620W) 4 1090
GN0284 GN0284 [poTooHkoreH RET: Cys611 (Cys611Trp) 4 1090
GNO0285 GNO0285 MpoTtooHkoreH RET: Cys618 (Cys618Ser/Arg) 4 1090
GNO0287 GN0287 [MpoTooHkoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser) 4 1090
GNO0288 GN0288 [MpoTtooHkoreH RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp) 4 1090
GNO0234 GN0234 Pak npsamow Kuwku, Henonuno3aHbl (tun 2) MLH1: Ala681Thr 4 1090
GNO0235 GN0235 Pak npamon Kuwwkun, Henonumno3aHbeln (trn 2) MLH1: G-93A (93G>A) 4 1090
GN0232 GN0232 Pak npsamow kKuwku, Henonuno3aubl (tun 2) MLH1: His329Pro (H329P) 4 1090
GNO0233 GN0233 Pak npsmon kuwku, HenonunosHbiv (tvn 2) MLH1: Pro648Ser 4 1090
GNO0035 GNO0035 PerynaTtop anonto3a BCL2A1: G141A 4 1090
GNO0060 GNO0060 PerynaTtop TpaHcmembpaHHOW npoBoaMMocTy npu mykosucumaose CFTR: 1677DelTA (2-bp Del, 4 1090
1677TA)
GNO0061 GNO0061 PerynaTop TpaHcMeMbpaHHOM NpoBOAMMOCTY Npy MykoBucumnagose CFTR: 2143DelT 4 1090
GNO0062 GNO0062 Perynsitop TpaHcMembBpaHHo NpoBoANMOCTY nNpun MykoBucumaose CFTR: 2184InsA. 4 1090
GNO0064 GNO0064 PerynaTop TpaHcMeMbpaHHOW NpoBoAMMOCTY Npy MykoBucumnagode CFTR: 3821DelT 4 1090
GNO0069 GNO0069 Perynsitop TpaHcmeMbpaHHol npoBoauMocTy npu mykoBucumaose CFTR: 3849+10kbC>T 4 1090
GNO0056 GNO056 Perynsitop TpaHcmembpaHHol npoBoauMocTy npu MykoBucumaose CFTR: Arg117His (R117H) 4 1090
GN0066 GNO0066 PerynaTop TpaHcmeMbpaHHow npoBoaMmMocTy npy mykoBucumaode CFTR: Asn1303Lys (N1303K) 4 1090
GNO0417 GNO0417 Perynstop TpaHcmembpaHHoi npoBogumocTy npu mykosucumaose CFTR: del 2,3 (21kb) 4 1090
GNO0059 GNO0059 PerynaTtop TpaHcmembpaHHon npoBogMmMocTy npu Mykosucumgode CFTR: Del lle507; Delta 1507 4 1090
GNO0055 GNO0055 Perynsitop TpaHcmeM6paHHol npoBoauMocTy npu mykoBucumaose CFTR: F508Del; delta508 4 1090
GNO0418 GNO0418 Perynsitop TpaHcMeMbpaHHol npoBoanMocTy npun MykoBucumaose CFTR: Glu92LyS(E92K) 4 1090
GN0065 GNO0065 Perynatop TpaHcMeMbpaHHOW NpoBoaMMOCTY Npy MykoBucumnaode CFTR: Gly542Ter (G542X) 4 1090
GNO0067 GNO0067 PerynaTop TpaHcMeMbpaHHOWM npoBoaMMOocTy npy MykoBucumagode CFTR: L138Ins 4 1090
GNO0057 GNO0057 Perynsitop TpaHcmMeMbpaHHol npoBoauMocTy npu MykoBucumaose CFTR: Trp128Ter (W1282X) 4 1090
GN0241 GN0241 Pepnyktaza MTRR: lle22Met (A66G) 4 1090
GNO0329 GNO0329 PeuenTop ButammHa D VDR: A-3731G (Cdx2) 4 1090
GNO0328 GNO0328 PeuenTop ButammHa D VDR: b/B (Bsml Polymorphism; IVS10+283G>A) 4 1090
GNO0330 GNO0330 Peuentop ButammHa D VDR: Fokl Polymorphism; Ex4+4T>C 4 1090
GNO0142 GNO0142 PeuenTtop ramma-ammnHobyTrpoBon kucnoTbl A (anbda 1) GABRA1: rs2279020 4 1090
GNO0143 GNO0143 PevenTtop ramma-ammnHobyTrpoBon kncnotbl A (anbda 2) GABRA2: rs279871 4 1090
GNO0145 GNO0145 PeuenTtop ramma-ammnHobyTrpoBon kncnotbl A (anbda 6) GABRAG: C1236T 4 1090
GNO0144 GNO0144 PeuenTtop ramma-aMmmHobyTnpoBon kucnotbl A (anbda 6) GABRAB: rs3219151 4 1090
GNO0281 GNO0281 PeuenTop ramma, aktusupyembl nponndepatamu nepokcucom PPARG: Pro12Ala (P12A) 4 1090
GN0230 GN0230 PeuenTop menaHokoptuHa (4 Tn) MC4R: Val103lle 4 2000
GNO0114 GNO0114 PeuenTop aktoancnnasvHa A2 EDA2R: rs1352015 4 1090
GNO0314 GNO0314 Cynepcemeinctso peuentopa cdakropa Hekposa onyxonen, nentug 11b TNFRSF11B: Asn3Lys (G1181C) |4 1090
GNO0315 GNO0315 CynepcemeiicTBo peuentopa cdakropa Hekposa onyxonein, nentug 11b TNFRSF11B: T245G (245T>G) |4 1090
GNO0300 GNO0300 Cynpeccop 1 unTokmHoBou curHanusaumm SOCS1: rs243327 4 790
GNO0154 GNO0154 TpombouwnTapHbiv rvkonpoTteuH Ib, anbda-nonunentug GP1BA: Ins/Del (VNTR A, B, C, D) 4 1200
GNO0155 GNO0155 TpombGouuTapHbIv rukonpoTeunH lb, anbda-nonunentug GP1BA: T-5C; Kozak sequence 4 1200
GNO0153 GNO0153 TpombounTapHbIv rkonpoTeunH Ib, anbda-nonunentug GP1BA: Thr161Met (T161M) 4 1200
GNO0122 GNO0122 PakTop koarynaumm |l (TpombuH) F2: G20210A. 4 1090
GNO0123 GNO0123 dakTop koarynsumm Il (rpombuH) F2: Thr165Met (T165M) 4 1090
GNO0124 GNO0124 dakTop koarynsaumm V (F5 daktop JNlergena) F5: Factor V Leiden (G1691A; Arg506GiIn) 4 1090




GNO0346 F7:10976G> |®akTop koarynsauun VIl (npokoHBepTuH) F7: 10976 G>A (Arg353Gin) 4 1500
A
GNO0121 GNO0121 Paktop koarynsuum Xlll (nonunentug A1) F13A1: Val34Leu (Val35Leu) 4 1090
GNO0313 GNO313 PakTop Hekposa onyxonen TNF: TNF-308 (G-308A) 4 1100
GNO0272 GN0272 deHnnanaHuHrngpokeunasa PAH: Arg158Gin (Arg158Pro) 4 1150
GNO0271 GNO0271 PeHunananunHrugpokcunasa PAH: Arg252Gly (Arg252Trp) 4 1150
GNO0275 GNO0275 PeHunananunHrugpokcunasa PAH: Arg408GIin (R408Q) 4 1150
GNO0270 GNO0270 PeHunananunHrugpokcunasa PAH: Arg408Trp 4 1150
GNO0276 GNO0276 deHnnanaduHrugpokcunasa PAH: lle65Asn (lle65Thr; lle65Ser) 4 1150
GNO0274 GN0274 deHnnanaHnHrngpokeunasa PAH: IVS10-11g>a 4 1150
GNO0269 GNO0269 deHnnananuHrugpokeunasa PAH: IVS12+1g>a 4 1150
GNO0273 GNO0273 PeHunananunHrugpokcunasa PAH: Pro281Leu (P281L) 4 1150
GNO0129 GNO0129 PubpuHoreH (KoarynsumorHbin daktop 1) FGB: C-148T 4 1150
GNO0130 GNO0130 PunbpuHoreH (KoarynsaumoHHbin dpaktop 1) FGB: G-455A (G-467A) 4 1150
GNO0141 GNO0141 Ponnukynoctumynupyrowmin ropMoH, 6eta nonvnentug FSHB: Tyr76Ter (Tyr94Ter; Y76X; Y94X) 4 1150
GNO0046 GNO0046 XemoknH RANTES CCL5: G-403A; G-470A 4 790
GNO0078 GNO0078 Xumasa 1 CMA1: G-1903A (BstXI-polymorphism) 4 790
GNO0095 GNO0095 Lintoxpom P450, cemericteo 2, nogcemenctso C, nonunentug 9 CYP2C9: CYP2C9*2 (Arg144Cys; 4 1090
R144C)
GNO0096 GNO0096 LinToxpom P450, cemericteo 2, noacemericteo C, nonunentug 9 CYP2C9: CYP2C9*3 (lle359Leu; 1359L) (4 790
GNO0097 GNO0097 LinToxpom P450, cemeiicteo 2, nogcemerictso E, nonmnentug 1 CYP2E1: C-1053T (CYP2E1*5B) 4 790
GNO0099 GNO0099 Lintoxpom P450, cemericteo 2, noacemenctso E, nonunentug 1 CYP2E1: G-1293C (CYP2E1*5B) 4 790
GNO071 GNO071 YeknonHT-knHasa 2 CHEK2: 1-bp Del, 1100C (1100DelC) 4 1300
GNO0073 GNO073 YeknonHT-knHasa 2 CHEK2: Arg181His (R181H) 4 1301
GNO074 GNO0074 YeknonHT-knHasa 2 CHEK2: Glu239Lys/Ter (E239K/X) 4 1302
GNO0070 GNO0070 YeknonHT-knHa3a 2 CHEK2: lle157Thr (1157T) 4 1303
GNO0415 GN0415 YeknonHT-knHasa 2 CHEK2: IVS2+1G>A 4 1304
GNO0259 GNO0259 OHpoTenuanbHas cuHTasa okeunga as3ota, Tun 3 NOS3: 4b/a VNTR polymorphism (4a/4b) 4 1200
GNO0261 GNO0261 OHpoTenunanbHas cuHTasa okcuaa asota, Tun 3 NOS3: T-786C 4 1201
GNO117 GNO0117 3nokeunarngponasa 1 EPHX1: His139Arg (A416G) 4 790
GNO0116 GNO0116 Onokeugrugponasa 1 EPHX1: Tyr113His (Y113H) 4 790
GNO0120 GNO0120 OcTtporeHosebin peuentop 1 ESR1: Btgl Polymorphism (G2014A) 4 1090
GNO0119 GNO0119 OcTtporeHosbin peuentop 1 ESR1: Pvull (T-397C) 4 1090
GNO0118 GNO0118 ScTporeHoBbivi peuentop 1 ESR1: Xbal Polymorphism (A-351G) 4 1090
16.00MNONHUTEJIbHLIE MEOVLIMHCKWE YCNYTU
32.1.1. Tariflur B3aTne 6uomartepuana (KpoBb BEHO3Has) 0 180
32.3.1. Tarif2ur B3aTne 6uomartepmana (Masok) 0 270
32.8. tarif9 Bblesq 3a buomatepranom K KNneHTty 0 550
32.7. Tarif14 [ocTaBka pe3ynbTaToB. 0 570




